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A Study on Saponins for Different Parts in Panax quinquefolium L.
QU Xin— yun, WANG Zhe — zhi"
College  Life Sciences, Shamxi Normd University, Key Laboratory o Ministryg Educaion for Medicinal
Plant Resource and Natural Pharmaceutical Chemistry, X1 an, Shanci 710062, China
ABSTRACT: The differert paits of Panax quinquefolium L. (also called American ginseng), such as mainwot, caulis, leaf, anthotaxy,

frut, fibrous— root, gemma, rhizoma, shell of ginseng, core of ginseng, were sudied, in which the saponins in different parts were determined
by HPLC method. The kinds and contents of saponins in each part were analyzed by similarity evaluation software and Hierarchical Clustering
method of SPSS. In this study, the results show that the kinds and contents of saponins exist evenly in the mainroot, higher in the fibous root than
in the other paits, and higher in the core of ginseng than in the shell of ginseng. So this study will be significant for further developing and protect
ing medicinal plant resource.

Key Words: Panax quinquefolium L.; Differert paits; HPLC(= high performance liquid chromatography)

(Panax quinquefol um B
L.) , , 1.3
, , , , : Rgl( 110703- 200322), Re
t , 20 70 (110754- 200320) , Rb1(110704— 200318) ,
[2]
, , : 2005 10
13l , 2005 10
, [+ (Panax quinquefolium L.)
HPIC
’ ’ 2
’ 2.1
:Shimadzu Cig(4. 6% 150 mm, 5Hm) A:
1 R ;B;O. 05% : 035"
457 60 85 min, A:187207 307307
1.1 45% B:82780" 70 70" 55%: 1.0 mL* min” ',
SHIMADZU LC- 2010 ( , 203 nm, 40 C, 20 B,
, SHIMADZU ): MILLI- Q (MI- 2.2
LIPORE ) ;KQ5200 ( ,
) 30, ( ,
1.2 ). ( )
( Fisher ); ( C . , (
, )s ( ) )s ( )s
* : ., ,E— mail: quxinyun@ sohu. can

, s , E- mail: zzwang@ sanu. edu. cn

( : 2006~ 02- 06 :2006-, 03— 03)



Progress in Modern Biomedicine 2006 Vol.6 No.2 » 33 e
10 , 18 Rgl 1. 9mg Re
R 12 30 ( 1) 11. 6mg Rbl 16.8mg, 10mL s
s ,0.45Hm s
2.3
1
Table 1 The samples of Panax quinquefolium L.
No. name recourse No. name recourse
1 antho taxy Shanxi Liuba 16 ©re Shanxi Liuba
2 fruit Shanxi Liuba 17 shell Shanxi Liuba
3 caul B Shanxi Liuba 18 fibrous— root Shanxi Liuba
4 leaf Shanxi Liuba 19 caulis Shanxi Liuba
5 gemma Shanxi Liuba 20 rhizoma Shanxi Liuba
6 rhizma Shanxi Liuba 21 gemma Shanxi Liuba
7 fbrous— ot Shanxi Liuba 2 leaf Shanxi Liuba
8 shell Shanxi Liuba 3 mamroot Jilin Jingyu
9 core Shanxi Liuba 24 mainroot Beijing Huairou
10 mainroot Shanxi Liuba 25 mamroot Jilin J7 an
11 mainroot Shanxi Liuba 26 mamroot Jilin J7 an
12 mainroot America 27 mamroot Jilin J7 an
13 mainroot Heilongjiang 28 mainroot Jilin J7 an
14 mainroot Beijing Huairou 29 mainroot Liaoning Huanren
15 mainroot Jilin J7 an 30 mamroot Shanxi Liuba
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Figl HPLC chromatograms of 3 kinds of reference substances (A) and ginsenoside in different parts of Panax quinquefolium L. (B)
:S1~ S10 1 1~ 10
Notes: S1~ S10 represents the sample of 1~ 10respectively inTable 1
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Table 2 Area of the main peaks in different parts of Panax quinquefolum L.

Peak areas
No. of peak RT ( min)
anthotaxy fruit caulis leaf gemma thizoma  fibrous— root shell core mainroot

1 35. 499 215 2 66 1237 631 420 66 605 277 303
2 37.07 1890 2093 842 5103 3329 1803 4095 2047 2614 2583
3 0. 416 160 510 136 246 1101 1291 3560 2167 3281 2440
4 63. 909 147 449 185 124 1253 1879 2789 1873 2928 1934
5 64.93 203 480 151 729 1357 1812 2104 1144 695 1580
6 67. 404 268 620 238 N 836 507 975 477 0 374
7 8. 156 0 795 17 2303 0 655 401 193 251 236
8 68. 688 0 0 0 0 1084 336 646 419 512 641
9 ®. 858 403 1042 139 815 365 0 0 0 0 0
10 70. 606 1209 3081 411 py2) 1134 0 0 0 0 0
11 72.442 0 0 54 0 869 0 179 87 81 191
12 72.879 1470 805 364 6391 1059 753 1508 488604 410
13 74.258 1254 1137 546 3784 1010 894 892 300 632 356
14 74. 895 240 311 74 426 168 138 180 72 55 17
15 76. 135 41 302 111 0 280 190 219 90 78 659

7500 11717 3334 24574 14476 10678 18174 10862 12788 11878

2.7 tween — groups Linkage)
SPSS( Statistical Package for the Social Science) ,
(Hirearchical Cluster), 10 R s
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3 30
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Tab. 3 The hierachical clustering results of the 30 diffreent — part samples
Notes: S1~ S30 represents the sample of 1~ 30 respectively inTable 1.
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