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Study on correlation between INSR gene polymorphism
and type 2 diabetes mellitus
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ABSTRACT Objective: To investigate the correlation between insulin receptor (INSR) gene Nsil polymorphism of exon 8 and type 2
diabetes mellitus in Hubei Han people. Methods: Both sib— pars and random case— control designs were used. The genotypes in 224 samples
were examined using polymerase chain reaction— restriction fragment length polymorphism (PCR- RFLP) . Height, weight, blood pressure and
fasting blood glucose were measured. Results: In two experimental designs, there were no significant differences in the genotype and gene fre-
quency between cases and controls. Conclusion: Type 2 diabetes mellitus may be little associated with INSR gene Nsil polymorphisn of exon
8 in Hubei Han people.
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Table 1 Clinical characteristics of total study populations( x £s)
(n=76) (n= 149 P

(M/F) M(42)/F(34)  M(75)/F(73) 0.2
(years) 49.45%11.59 54.70%1233 < 0.001* *

(‘an) 164.21£8.07 163.74%7.74 0. 67

(kg 63.35%10.76  65.21E11. 16 0.24

BMI( kg/ m2) 23.55%3.19 24.15%3.19 0.19

(‘an) 74.23%20.76  79.83%22 91 0. 11

(‘an) 88.07122.26 8.23%23.79 0.9
0.84%0. 11 0.90%0. 11 < 0.001* *

(mmHg) 126.65%20.59 135.2%21. 4 0.01*

(mmHg)  78.65%11.68 82.75%13.30 0. 04*
(mmol/L)  5.17%0. 83 11.20£4.81 < 0.001* *
15Y)/61(N)  66(Y)/82(N) < 0.001* *

:* P<0.05, % * P< 0.001 Notes: * indicates P< 0. 05, * *
indicates P< 0. 001.3.2
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Figure 1. The agarose gel electrophoresis figure shows INSR gene Nsi I polymorphism M:
DiamondTM 250bp DNA Marker;lane 1,2,3,4,6,7,8,9,10,11 and 16indicate N1N1 genotype;

lane 5,12,13 and 14 indicate N1N2genotype;lane 15 indicates N1N2genotype.

0.5ML 1 Taq (
) 100ng DNA PCR PCR (MJ
Research PTC- 200 ) , 93C 8min
N :93°C 30sec 55.5C 40sec 72°C Imin, 35
72°C 10min 1.2%
s Nsi I(MBI
) 0. 6ul.( 10U/ uL) 37C PCR s
2% , 110V, 55min, EB ,
2.2.3
2
> ( body
mass index, BMI)
2.2.4
SPSS 11.5 ,
, Hardy— Weinberg
xtEs( )
t x> ,P<0.05 Lo-
gistic
3
3.1
1
t >
BMI .
M | 2 3 - S 6 T 5
1450
e
S00
250
100
N2N2ZEFER .
Hardy— Weinberg ,
INSR (p
< 0.0, 2 3 4
INSR ,INSR
8 Nsil
(P< 0.05),

(P< 0.05) Logistic ,
, INSR
8 Nsil 2
2 ,
OR 3.17(95% Cl 1.65- 6.09) 5.51(95% CI

2.10- 14.46) 3.06(95% CI 1. 53— 6.13)



Progress in Modern Biomedicine 2006 Vol.6 No.3 » 7 e
2 INSR (%)
Table 2 Genotypic and allelic digribution of INSR polymorphism in all subjects( % )
(%) (%)
NIN1 NIN2+ N2N2 X2(P) OR N1 N2 X2(P) OR
S55(72. 4) 21(27. 6 0.54 130( 85.5) 22(14.5) 0.33 0. 85
100(67. 6) 48(32. 4 (0.46 247(83.4) 49(16.6) (0.57)
:() Note: () indicates that the proportion of any genotype in total.
3 INSR (%)
Table 3 Genotypic and allelic digribution of INSR polymorphism in sib— pair subjects( % )
(%) (%)
NIN1 NIN2+ N2N2 X2(P) OR N1 N2 X%(P) OR
37(71.2) 15(28. 9 0. 00 88(84. 6 16(15.4) 0. 00
37(71.2) 15(28. 8 (L 00 -0 88(84. 6 16(15.4) (1. 00) -0
:() Note: () indicates that the proportion of any genotype in total.
4 2 INSR (%)
Table 4 Genotypic and allelic digribution of INSR polymorphism in cntrol
of sb— pair subjeds and random controls and non— relative type 2 diabetes mellius (%)
(%) (%)
NIN1 NIN2+ N2N2 X%(P) OR N1 N2 X%(P) OR
53(71.6) 21(28. 4 0. 69 126(85.1) 22(14.9) 0.33
63(65. 6) 33(34. 4 (0.41) 0-76 159 82.8) 33(17.2) (0. 56) 0.8
:() Note: () indicates that the proportion of any genotype in total.
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