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Comparision of genome between Mycobacterium bovis and Mycobacterium tubercul osis
XU Guang — xian, ZHAO De— ming
( National Animal TSE Laboratory, College of Veterinary Medicine, China Agricultural University, Beijing 100094, China)

ABSTRACT: Through the comparision of genome between the Mycobacterium bovis and Mycobacterium tuberculosis, it is concluded that
the homalogy of Mycabacterium bovis and Mycobacterium tuberculosis are 99. 95% respectively, but there are 11 deletants( range, from 1kb to 12.
7kb in the genome of the Mycobacterium bovis. The absence of genetic information resuled in reduction of genome in Mycobacterum bovis. There
are 2437 single— nucleotide polymorphisms (SNPs) between the Mycobacterium bovis and Mycobacterium tuberculosis H37Rv, 2423 SNPs, be
tween the Mycobacterium bovis and Mycobacterum tuberculosisCDC1551. The extent of variation is obvious on Codocyte cellwall and secreted pre-
tein between the two. The finding reveals the genetic relationship between Mycobacterium bovis and Mycobacterium tuberculosis, which offers a
theoretical basis for Mycobacterium vaccine and diagnostic reagent, and is of great significance for the prevention and treatment of Bovine puk
monary tuberculosis.
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Figure 2 The comparison of mycobacterium bovis AF2122- 97 L4l
and mycobacterium tuberculosis H37Rv. The blue and red lines on the
map cowespond to cell walls, the blue, mycobacterium tuberculosis; 151
the red, mycobacterium bovis. The special and exposed surface of ev
ery kind of mycobacterium and transpoit molecules are corresponded to (6]
implarted in cell walls. The orange arrows in each side of the diagram
comrespond to different secreted proteins. The main procedures of ca-
bohydrate are shown in diagram. The red cross corresponds to injury (7]
location of mycobacterium bovis; the blue, the proteins which are in-
hibied in mycobacterium bovis interact with DNA.
PGL: Phenol glycolipid; G3P: Glycerd 3— phosphate; DHAP: (8]
Dihydroxy acetone phosphate; PEP: Phosphoenolpyruvate carboxy-
late; Ald: Alanine dehydrogenase.
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