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ABSTRACT Background and Objective: To extract and develop an approach for fractionating the cytosolic proteins of Mycobacterium tu-
berculosis by two dimensional polyacrylamide gel electrophoresis (2 - DE). Methods: After extracting, cytosolic proteins were separated by 2 -
DE with different pH IPG and 12% SDS - PAGE. 2 - DE maps were scanned with Molecular Image Fx scanner and then compared with PDQuest
6.0 software after silve stained. Results: We successfully optimized lytic buffer and technologic systems of 2 — DE for sample preparating, built 2
~ DE maps of cytosolic proteins of Mycobacterium tuberculosis. There are total 1387 spots on gels of pH4 - 7 and pH7 - 10, 86% of all proteins
detecting on 2 ~ DE maps, and many proteins(1194)appeared on pH4 — 7 gel. Conclusion: Our study laid a foundation for further studies of My-
cobacterium tuberculosis cytosolic proteins with comparative proteome .
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Fig1 2-D maps of M.th with different sample treatment methods
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R, 140m mol/L DIT, biolyte (pH3 ~ 10, pH4 - 6, pHS - 7}, 4% CHAP»,
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Fig2 2-D maps of M.t with different sample treatment methods
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B3 pH3-10 Bik&EHT M.ob kXS 2-D iR
Fig3 2 - DE maps of M.tb cytosdlic protein with pH3 - 10 IPG

M4 pH7-10 k& M.b Wk A 2 - D Eilk
Fig4 2 - DE maps of M. th cytosalic protein with pH7 - 10 [PG

BS pH-7@ikEHT M. WiKEQ 2- D Mk
Fig$ 2- DE maps of M. tb cytoeclic protein with pH4 -7 IPG
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