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Expression of ¢ — met and its related genes in the function
maturation stages of rat pancreatic development
CHENG Mei, LU Li - jie, GUO Jing, e al
( Nanjing Medical University, Nanjing, 210029, Jiangsu, China)

ABSTRACT Objective: To investigate the function of ¢ — met and its related genes in the different development stages of rat pancreas.
Methods; Gene Chip Expression Set230A was used to detect the signal value of different development stages of rat pancreas(E12.5, E15.5,
E18.5, newbomn, adult). RT- PCR was used to verify the results and to detect different transcription of ¢ — met. Results: C - met was ex-
pressed highly at rat embryonic day 15.5, 18.5. The ¢ - met expression trendency of Gene Chips was consistent with result of RT - PCR, but dif-
ferent primer of RT ~ PCR has another result. Conclusion: C - met proto — oncogene may plays a role in the function maturation stages of rat pan-

creatic development. There may be different transcriptions of ¢ — met in the progression of rat pancreatic maturation.
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Fig 1 Tendency of genes related to ¢ — met transcription in different stages of
rat pancreetic development

2.2 c-met RT-PCRARKE
3 itig

BERf 15.5 K \18.5 REF AR K BB RE . 4 hee

LES AR AESH

£1 c-mt ERZURMBERZEXMNRE W &R WA
Table I  Expression profile of genes related 0 ¢ — met transcription in gene
chipsof different stages of rat pancreatic develapment

GENE GENEBANK EI12.5 EI15.5 EI8.5 newbom adult
c-met Rn.10617 30.1 154.2  215.1 11.4 2.5
TGF Rn.24822 49.5 95.5 134.5 10.9 17.8
emad Rn.8811 121.9 296.0 175.9 40.5 9.1
spl Rn.44609 8.0 141.4 163.0 28.8 5.6

Eg2 Rn.89235 13.4 88.7 115.7 86.5 12.2
Egd  Rn.31998 36.3 91.0 93.0 15.4 39
notchl  Rn.162638 27.1 80.3 81.5 11.3 6.1
notchd  Rn.12967  33.6 75.3 115.2 7.3 7.6
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Table2 Factors related to ¢ ~ met signal system in gene chips of different
stages of rat pancreatic development

GENE GENEBANK EI2.5 EI5.5 EI8.5 newbom  adult
stam Rn.14662 53.9 184.0 249.3 57.0 30.2
Hre Rn.21 143 663.2 1159.8 117.0 134.4

MAPK1 Rn.34914 150.1 391.6 528.8 56.4 4.8

MAPK6 Rn.88457 574.4 965.4 675.1 95.4 18.5

MAPK9 Rn.910 9.7 360.0 236.3 25.6 32.8

MAPK14 Rn.88085 411.0 1323.0 1991.5 543.3 341.6

c-fos Rn.10796 51.1 213.9 223.9 459 2.0
sat3  Rn. 10247 133.2 528.4 731.1 256.3 198.8
Aktl  Rn.11422 4442 1240.8 1455.0 139.5 105.2
Aki2  Rn.87066 111.5 368.0 435.4 4.2 9.7
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Fig2 Tendency of genes related to c — met signal system in different stages of
rat pancreatic development
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