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Analysis of SSR Markers of Erucic Acid Content in Brassica Napus*
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ABSTRACT Objective: This research was studied to promote the development high erucic acid rape breeding. Method: F2 groups
which were hybridized by High erucic acid material and low erucic acid hybrid material were studied here, and the parents' erucic acid
content was analyzed by SSR markers. Results: The erucic acid content was controlled by two genes, and the inheritance rule accorded
with the segregation ratio which is controlled by one pair gene. Meanwhile, two codominant markers of CB10364 and Ra2-E12 were ob-
tained. Conclusion: CB10364 markers tightly linked with the erucic acid content. Individual plant strip type of CB10364-a has the erucic
acid content <6%, while the type of CB10364-h has the erucic acid content from 6% to 36%, and that of CB10364-b has the erucic acid
content > 36%. The results can be used on high erucic acid rapeseed breeding, and may be highly availability.
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Table 1 SSR prime name and linkage group
Linkage Linkage Linkage Prime
Linkage group Prime name group Prime name group Prime name group name
N3 Nal2-E03B N8 S77096A Ni11 CB10281 N13 CB10513
N3 0109-A03 N8 CB10578 N11 RCS001A N13 CB10538
N3 CB10036B N8 CB10364 N11 CB10258 N13 O110-D03C
N3 BRAS029 N8 RCS203 NI11 Nal2-C06B N13 CB10036A
N3 RCS065A N8 RCS113A NI11 CB10206B NI13 O110-BO8A
N3 Nal2-E02 N8 RCS211 N11 Nal0-H06 N13 CB10569A
N3 Ol11-BO5 N8 Ra2-E12 N11 CB10536 N13 Ol11-B05B
N3 RCS217 N11 CB10587 N11 Ol110-A11 N13 Nal2-E02B
N3 BRASO51A N11 CB10208 N11 Nal0-HO03 N13 CB10427A
N3 CBI10114 N11 CB10369 N11 CB10572B N13 BRAS120
N3 CB10403 NI11 CB10443 NI11 Ni4-B10 N13 CB10427C
N3 Ra3-D04 NI11 MRO025 NI11 BRAS067B N13 0O110-B04
N3 Nal0-A09 N11 Ol12-F11A N11 BRAS074B N13 CB10132
N3 RCS202 N11 CB10277 N13 Nal0-G10A N13 CB10057
N13 BRAS038 N13 BRASO051B N13 BRAS087 N13 BRAS005
N13 Nal0-DO3A N13 BRAS069 N13 BRAS065 N13 CB10415B
N13 Nal2-F12 N13 Ol13A-A10 N13 MRO061B N13 MRO61A
N13 MR049B N13 BRAS068 N13 Ol13-H09 N13 Nal0-CO1A
N13 MRO49A N13 Ol12-FO8A N13 RCS101A N13 CB10003
(3) PCR
10x PCR Buffer( Mg* ) 2.0 uL
dNTPs(2.5mmol/L) 0.4 pL
Forward Primer (10 ng/p.L) 1.0 uL
Reverse Primer (10 ng/pL) 1.0 L
Taq DNA Polymerase(5 U/pL) 0.25 pL
DNA(50 ng/pL) 2.0 pL
ddH20 13.35 uL

Total Volume

20 pL
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o 2 SSR CB10364.Ra2-E12 F1 CB10364-h
o 742 CB10364-a M13
300 bp, 2 CB10364-b, F2 147 DNA
DNA PCR PCR . CB10364
CB10364 Ra2-E12 33 CB10364-a 80 CB10364-h 34
o F1 CB10364-b 1 2 1(x*=1.161, P=0.50~0.30)
CB10364 .Ra2-E12 o o CB10364
CB10364 F GAGACGATGCAA AGATCG R CB10364-a
TGCAGACACATTCGAACA Ra2-E12 F <6% CB10364-h 6%~
TGTCAGTG TGTCCACT TCGC R AAGAGAAACC-  36% CB10364-b >36%
CAATAAAGTAGAACC . CB10364 F2 3,
233 SSR CB10364

9 10 11 12 13 14 15

300bp

200bp

100bp

A B H 35 36 3738 39 4041 42 43 4 45 46 47 48 49 50 51 52 53 54 55 56 5T 38 39 60 61 62 63 61 65 66 67 68 69

0 71 7273 14 7576 77 78 79 80 81 8§ 83 84 8 86 87 88 89 90 9192 93 94 95 9 97 98 99 100 101 102 103 104 105 106 107 108

109 110 111 112 103 104 115 116 117 118 119 120 121 122 123 124 125 126 127 128 129 130 131 132 133 134 135 136 137 138 139 140 141 142 143 1M 145 146 7

3 CB10364 JF F SSR AB 742 MI13 H AxB FI M 100bp Ladder marker
Fig. 3 SSR profiles generated by primer CB10364 in two parental lines, F, and F, population. A, B and H represented the 742, M13 and F), respectively. M
represented the standard DNA the fragments size of 100-bp ladder.
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