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ABSTRACT Objective: The serum response factor is one of the valuable transcription factors because of its important role in gene
expression. In turn, cis-elements CArG bound by serum response factor is getting more and more attention. This study is going to reveal
the position distribution and conservation of CArG elements. Methods: We study the position distribution, substitution of CArG elements
and GO of CArG dependent genes in mouse by the bioinformatics and genetic methods. Results: Our results show that 71% functional
CArG elements exist upstream to the annotated TSS, with copy number increasing as one move closer to the TSS. The conservation anal-
ysis revealed the substitution pattern. What' more, GO analysis results show that the CArG-dependent genes mostly are signaling and cy-
toskeleton protein. Conclusion: The results will be a great help in predicting the candidate CArG elements and attempting to distinguish
the functional CArG elements through alignments. And it will be fundamental in study the regulatory system of SRF.
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Table 1 CArG elements distribution in promoter,excon,intron and intergenic
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