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ABSTRACT: Polymerase chain reaction (PCR) is a highly sensitive nucleic acid amplification technique, which has been widely
used in nucleic acid detection. However, the contamination of amplicons or other nucleic acid fragments, which usually leads to
false-positive results, limits it's clinical applications. To solve this problem, many approaches were developed to eliminate PCR contami-
nation. Besides early established methods based on physical separation, irradiation and hydrolysis, methods by using enzyme digestion,
chemical modification and DEAE cellulose are developed recently. In this paper, the principles, applications and advances of PCR decon-
tamination methods are reviewed.
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