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ABSTRACT Objective: To provide scientific basis for controlling diseases caused by saimonellas through understanding their
pollution states, distribution of bacterial types and drug resistances of market foods in Shang Hai, and we establishrapid detection method
for Salmonella. Methods: 840 food Salmonella isolation identification and drug resistance analysis from The farmers market and
supermarket, the primers according to the Salmonella typhi invasion protein A(invA)was designed and was PCR to detect the Salmonella.
Results: In all food relevance ratio of saimonellas is 4.29%,the highest is 91% in raw livestock meat.Main serotype Salmonella typhimur-
ium is salmonella typhimurium, del weakpulse,duplin.The strains is antibiotics sensitive to ceftazidime,but is resistance to ampicillin,mid-
ecamycin, ciprofloxacin, nitrofurantoin,And on this basis through PCR method successfully specificity detection of Salmonella. Co-
nclution: saimonellas pollution of market foods in Shanghai is predominated covered by raw livestock meat.Current treatment of market
food in foodborne Salmonella foodborne disease should be the first choice of the antibiotic, and PCR rapid detection method also has the
advantages of simple operation, strong specificity, high sensitivity of Salmonella contamination in food can play a quick detection and
monitoring.
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ABI o PCR 95°C 5min 95°C
30s 60C 30s 72°C 30s 30 72°C
invA-F:GTGAAATTATCGCCACGTTCGGGCAA 2min,,
invA-R:TCATCGCACCGTCAAAGGAAC
1.3 2
GB4789.4-2010¢ 2.1
) - 840 210 13
(K-B) o 6% 189 21 11%
ATcc44828 150 2 1.3% 167
° 0 0% 124
1.4 0%,
25g 225mL (BP) 37°C
1
Table 1 Various types of Salmonella in food
Sample Number Detected number Detectoi/on e
Meat 210 13 6
Avian 189 21 11
Green stuff 150 2 1.3
Aquatic products 167 0 0
Bean products 124 0 0
Total 840 36 4.29%
2.2 o
36 5 57%;
2
Table 2 Salmonella serotyping
H antigen
Bacteria name O antigen Strain number Ratio(%)
First phase Second phase
Salmonella
Typhimurium 4 [5],12 i 1,2 12 32
Salmonella
Del weak pulse 4 [5],12 F.g [1,2] 10 25
Salmonella dublin 1,9,12 p - 5 15
Salmonella
Radin 45,12 e,h 1,5 5 15
Salmonella bardo 8 eh 1,2 4 13
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Table 3 36 strains of Salmonella susceptibility to 14 antibiotics
Antibiotics Abbreviation Sensitivity % Medium sensitivity % Resistance %
Ceftazidime CAZ 94 2 2
Cefoxitin FOX 93 3.1 39
Ceftriaxone CRO 96 2 2
Ampicillin AMP 422 21.8 36
Ciprofloxacin CIP 56.5 10.3 332
Midecamycin MDM 63.2 8.5 28.3
Nitrofurantoin F 66.8 20 13.2
Gentamicin CN 87.6 1.5 10.9
Chloramphenicol C 75.6 11 13.4
Streptomycin S 75.2 11.5 12.3
Tetracycline TE 70.6 16.9 12.5
Sulfanilamide S3 80.3 5.6 13.1
Amoxicillin AMC 77.3 12.3 10.4
Levofloxacin LEV 73.9 11.9 14.2
4 36
Table 4 36 strains of Salmonella resistant total distribution
Antibiotics total Total plants Resistance plants Ratio %
1 36 15 41.66
2 36 8 22.22
3 36 5 13.88
4 36 3 8.33
5 36 2 5.55
6 36 1 2.77
7 36 0 0.00
8 36 0 0.00
9 36 0 0.00
10 36 0 0.00
11 36 0 0.00
12 36 0 0.00
13 36 0 0.00
14 36 0 0.00
24
1 5 PCR -
279 bp 5 91%
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Fig.1 Different type of Salmonella PCR detection results
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