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ABSTRACT: The human gastrointestinal microbiota constitutes a huge and complex ecosystem. It changes with the age, achieving
the homeostasis until adulthood. Gut microbiota participates in the metabolism, promotes the development of the immune system and in-
hibits the colonization of pathogens. Alterations of microbiota may result in various diseases, such as irritable bowel syndrome, inflam-
matory bowel disease, obesity, type 1 diabetes, and intestinal malignant tumor. This paper reviews the association between gastrointesti-
nal microbiota and the development of cancer, and discusses mechanisms by which the gut microbiota promotes the development of col-

orectal cancer according to the latest proposed Alpha-Bug and driver-passenger models. This would benefit for the understanding of

pathogenesis of gastrointestinal tumor.
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