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ABSTRACT Objective: To study the proteomic difference of Anoectochilus interspecies by the mean of comparing the differences
of proteomic finger printings, and to explore preliminary the application of the proteomic differences in species identification. Methods:
The proteomic difference of Anoectochilus interspecies are studied by means of surface enhanced laser desorption ionization time of
flight mass spectrography. Result: Results showed that there are proteomic differences and specific proteins peaks among Anoectochilus
interspecies. Moreover, proteomic finger printings of five Anoectochilus species are established for identifying species, and genetic
relationships of five species within Anoectochilus have been deduced according to the proteomic differences among five species.
Conclusion: According to the result of SELDI-TOF-MS, the proteomic differences of Anoectochilus interspecis were discovered. The
analysis based on the proteomic differences shows the effect on the interspecies variation by location and climate.
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FJ: Anoectochilus roxburghii; TW: Anoectochilus formosanus;

WS: Anoectochilus Xizang; YN1:Anoectochilus Yunnanl YN2:Anoectochilus Yunnan2
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Fig.1 Proteomic Chromatogram of different species of Anoectochilus roxburghii
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Table 1 Molecular weight and peak area of differential expression protein between species

M/Z P Mean-FJ Mean-TW Mean-WS Mean-YNI1 Mean-YN2
5849.0110 0.0132 2.1460 1.2155 152133 3.9167 4.5491
6130.28 0.015 64.857 74.436 34.792 31.635 15.385
5133.94 0.016 24.066 43.930 15.277 41.236 23.116
10451.80 0.019 23.658 38.096 18.277 30.934 19.361
12081.32 0.019 18.151 64.982 50.045 16.689 11.188
6053.50 0.022 5.974 39.398 10.990 5.693 4.963
10283.81 0.022 26.680 37.526 16.598 68.426 30.815
6115.95 0.025 19.771 16.577 62.452 49.859 8.709
7278.39 0.026 38.853 8.848 3.429 5.271 9.062
7566.28 0.031 2.921 2.539 2.882 10.552 30.942
6077.38 0.040 6.503 8.727 58.035 18.199 4.946
12177.27 0.043 49.342 49.205 80.972 75.462 24.793
6089.22 0.045 7.822 7.536 68.321 17.332 4.940
12133.44 0.046 26.632 28.940 80.765 49.282 19.069
10525.79 0.047 39.891 40.011 10.458 32.264 23.021
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Fig.4 Consanguinity of species in Anoectochilus
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Table 2 Protein expression profilings of Anoectochilus
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% 3 Anoectochilus BB EZRER

Table 3 Differential expression protein between species of Anoectochilus

Xftb EREBRH >0 fEEREAH 520 BEREAHN BRREREH
( Contrast ) ( Totality of differences) ( More than 20 times differences ) (5- 20 times differences) ( The largest differences)
FJ/TW 110 2 5 48
FJ/WS 138 / 8 18
FJ/YNI 55 / 10 14
FJ/YN2 138 2 15 29
TW/WS 170 3 15 38
TW/YNI 80 2 9 69
TW/YN2 130 / 12 12
WS/YN1 98 1 13 34
WS/YN2 183 6 27 86
YNI/YN2 100 1 10 55
4 BB AR Ak 4R, 2011, 24(2): 826-828
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