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ABSTRACT Objective: To investigate the relationship between miR-146aC>G, miR-149 T>C and susceptibility to ischemic stroke
in a Chinese population. Methods: Polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) were used to
determine the genotype of 196 ischemic stroke patients and 205 healthy controls. Statistical analyses were used to compare the
distribution of the genotypes and alles between cases and controls. Results: There were no significant differences of the miR-146aC>G,
miR-149 T>C genotype between the cases and controls, but alle G of miR-146a can increase the risk of ischemic stroke. In the stratified
analyses, miR-146aCG+GG showed a significantly increased risk of ischemic stroke compared with the CC genotype of the female and
normotensive subgroups; miR-149TC+CC was connected to ischemic stroke in the normotensive subgroup. Conclusion: miR-146a alle
G, miR-149 alle C were associated with an increased risk of ischemic stroke in chinese.
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Table 1 Characteristics of the study population variables

Variables Controls Cases P value

Age(meant SD) 63 10.5 64+ 11.7 0.752

Male(n,%) 95(46.3%) 94(48.0% ) 0.746

Hypertension(n,%) 97(47.3%) 119(60.7%) 0.007

Hyperlipidemia(n,%)  25(13.8%) 48(24.5%) 0.001

Diabetes mellitus(n,%)  14(6.8%) 32(16.3%) 0.003

Smoking(n,%) 48(23.4%) 74(37.8%) 0.002

% person £ 5K 5, miR-146aC>G, miR-149T>C {3 5 F& A
U AY B 1.354,3.741, P BT 0.05, 3 )& Hardy-Wein-
berg - fifj 5 A, R WIZBER S — 8t A% T BE AR (3% 2).
miR-146aC>G i S 45 FE R BIFERG 2 (CC, 38.3%; CG, 44.4%;
GG, 17.3%) FI%t PR (CC, 47.3%; CG, 40.0%; GG, 12.7%)14 43
MAHBER, HASRSEN I G 23Ryt m P2 4 i
5 AUKI(OR, 1.34,95%CI, 1.009-1.799, P=0.043), miR-149T>C
{7 1545 FL R RIZESR 14 (TT, 40.3%; TC, 38.8%; CC, 20.9%) il
NFREZH(TT, 39.0%; TC, 43.4%; CC, 17.6%)53 A5 Tl 24 5 (322).,

% 2 miR-146aC>G, miR-149T>C i R EFE SE AR EMRH
Table 2 Distribution of the miR-146aC>G, miR-149T>C Genotype and alle frequencies

Groups Controls (n=205),n(%) Cases (n=196), n(%) Adjusted OR(95%CI) P value
miR-146aC>G
Genotype
CcC 97(47.3%) 75(38.3%) 1
CG 82(40.0%) 87(44.4%) 1.372(0.896-2.102) 0.145
GG 26(12.7%) 34(17.3%) 1.691(0.935-3.06) 0.081
Alle
C 276(67.3%) 237(60.5%) 1
G 134(32.7%) 155(39.5%) 1.34(1.009-1.799) 0.043
mir-149T>C
Genotype
TT 80(39.0%) 79(40.3%) 1
TC 89(43.4%) 76(38.8%) 0.865(0.559-1.338) 0.514
CcC 36(17.6%) 41(20.9%) 1.153(0.669-1.989) 0.608
Alle
T 249 1
C 161 158 1.044(0.787-1.386) 0.764
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Table 3 Stratified analyses of miR-146aC>G, miR-149 T>C polymorphism

Mir-146a CG+GG Mir-149 TC+CC

Groups
Adjusted OR (95%CI) P value Adjusted OR (95%CI) P value
Age
<63 1.164(0.649-2.09) 0.61 1.221(0.676-2.207) 0.154
>63 1.543(0.897-2.655) 0.116 1.484(0.861-2.558) 0.508
Gender
Male 1.161(0.656-2.056) 0.608 1.071(0.601-1.907) 0.816
Female 1.823(1.039-3.198) 0.035 0.851(0.488-1.487) 0.571
Hypertension
No 1.861(1.013-3.42) 0.044 1.959(1.035-3.708) 0.037
Yes 1.244(0.726-2.135) 0.426 0.066(0.347-1.037) 0.066
Hyperlipidemia
No 1.42(0.913-2.206) 0.119 1.064(0.682-1.662) 0.784
Yes 1.433(0.534-3.843) 0.474 0.556(0.202-1.533) 0.254
Diabetes mellitus
No 1.49(0.979-2.289) 0.062 0.942(0.614-1.445) 0.785
Yes 1.25(0.348-4.486) 0.732 1.286(0.365-4.529) 0.695
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