- 822 - DREYESHE  www.shengwuyixue.com Progressin Modern Biomedicine Voll5 NO.5 FEB.2015

doi: 10.13241/j.cnki.pmb.2015.05.007

CTLA-4+49A>G FHeH % A5V 585 P A PERE 5L *

EpA R & 4 B FARkLe NLAS
(M REERCAMR S U ERE AT #5R3E 150001)

HE Y. Rt mie St T e mi e £ 408 -4(CTLA-4) +49 A>SG 12 5 % At 5 45 A5 & A 048 £ 0, A T2 Faml & A%
JEW R AR RS T IR, F7ik AL AR sm ) 231 )k 5 B4 Fe SE 5 4 B ARG 325 9] A 3 RRZEL, BUEL o IS A He Rk e
I DNA J&, R A R84k X B (PCRFE A CTLA-4 KR % 1 9P 25X +49 42,5 DNA #4745 3, P A RA LA B KE %
AM(RFLP)Z A42m CTLA-4 % 1 52 F K +49A>G 15 569 % A bk WL M 6T AG Ao s+ AA GG AR B A K A 699 & |
AFEARE GFEARG A, 54 CTLA-4 +H49 A>SG a5 5 AR5 L A MBA AwmAk, R MAF CTLA4 AR
F 1 R +H49A>G L 54 4F AG Feth&F AA GG LB AR AWMENR AFEAR S G F LB 654 ik £ %3 L%t
FEL(P>0.05), FiL:CTLA4 AR BF 1 R +H49A>G AR £ 5B 5 RAXAAFLE AR B ERLRFHEME,

KD mi AR T RO WAL RR -4, 25 A5 TRA A B R E S Sk A s

RESKE R7353 XERFRIRAD:A CEHE1673-6273(2015)05-822-03

Correlative Study on CTLA-4+49A>G Polymorphism Gene Polymorphism

and Colorectal Cancer*
LI Xiao-dong, ZHAO Lei, ZHONG Hai, FANG Tai-shi, LIU Wen-sheng"

(Department of general surgery, the Fourth Affiliated Hospital of Harbin Medical University, Harbin, Heilongjiang, 150001, China)

ABSTRACT Objective: To study the relation of CTLA-4 +49 A>G polymorphism on thesusceptibility of colorectal cancer, and pro-
vide clinical help for the earlyprediction and monitoring of colorectal cancer. Methods: Selection of colorectal cancer in 231 cases; 325
cases of normal control group, according to kit instructions after extracting DNA, using polymerase chain reaction CTLA-4 gene first exon
region amplification of the +49 locus DNA, products with restriction fragment length polymorphism (restrictionfragment length polymor-
phism, RFLP) exon region of +49A>Gpolymorphism detection of CTLA-4 first, a comparative analysis of nodeand control groups in rec-
tal cancer, to analyze the correlation between CTLA-4 +49 A>G polymorphism and the risk of colorectal cancer for further. Results: Two
groups of CTLA-4 gene exon 1 +49A>G locus, heterozygous andhomozygous AG AA, GG genotype frequency showed not statistically
significant difference between two groups (P>0.05); A alleles and G alleles between the two groups were not significantly different (P>0.
05). Conclusion: There was no association between the prevalence of CTLA-4 gene exon 1 region of +49 A>G gene polymorphism and
people of our province of colorectal cancer.
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DU, BEAETC 6 0o W IR  HUIR BRPER | R G LI BRI |
KT RN, IR TCINIE A R SR S L o 2R ZH DNA
PR B WK F RNEHR AR BEFIHY 1R A ABI9600
56E & PCR {Y (Applied Biosystems, USA) 47 PCR #14;
Taq DNA R4 H TaKaRa 22 H] 5 514000 G BT i ERG
IRIEERNR IR 90 %= 58 o

1.2 HiE

1.2.1 ¥i4H DNA B9$RER  HhIP 4 32104 #ik i 5 mL, >R
FH EDTA i, 85 1 K 469, FIH DNA $REBGAT &3 i
[KZH DNA,7E -20°C iy ukAah A&

1.2.2 CTLA-4 +49 A>G LS ¥ 18 RAE & HsE I —BR
HVE F BEK 8 22 25 PCR-RFLP)E % CTLA-4 +49 A>G fif /4
Y 51 ST, il . 5'-CCA CGG CTTCCT TTC TCG-3'
T :5'-GCA GAA GACAGG GAT GAA-3';PCR 1 K Bt
4 311bp,

1.2.3 CTLA-4 +49 EFE SR PCR § 34 749 L FHBR il
PE VI BStELL #EATREYI, SRJ5 6 3% N bt e vt g1 ™=
YA THLUK , EB L AT AL R AL T

1.3 Grit=abiE

] SPSS19.0 ittt , i x> K 5k % Hardy-Wein-
berg ATV RE 5 I FHBRIE X2 A6 b 458 19 2 5 DR] T30 1 465 37 5
R 25 55 LA P<0.05 H 2% A ST X

2 &R

2.1 CTLA-4 +49 A>G fii & S MEERI 4 R

CTLA-4 #H AT 1 X +49 A>G fif &5 PCR 334 Fr By
311 bp, & 8479 i JHBR il 14 N DG BtEIL 47 BE) , SR )5 {8
FH 3% B E SRR 0 W U1 Wy A T UK o3 B s AR ARk R L : GG
44 F 255 bp i BE; AA 4iiAF 311 bp B AG 4B F 255
bp F1 311 bp HEL.
2.2 HZH CTLA-4 +49 A>G i m Z AR R L

25 X2 K36, W2 CTLA-4 +49 A>G {3} 5 FE R B AR 455
Hardy-Weinberg P , LA BR3P, P20 CTLA-4 55 1 4b
71X +49A>G A gk PR R R A B PR LR 1, I i) 2%
HF AG FIZiA T AA GG LR RYUR AE (1 0005 L 4 22 S R 48
HEE S (P>0.05), A SR HE R G AR AL BRI 43 A1 L2 55
INTEGE T3 L (P>0.05),

%1 WE CTLA-4 EEE 1 ShEF +49 LS EFEB R EMEFSRE R L

Table 1 Comparison of the frequencies of CTLA-4 gene exon first +49 locus genotype and allele between two groups

NEHH HEpEE EEMWRA X 1B P&
Observation items Colorectal cancer group Normal control group x? value P value
n 231 325
HERH1(%)]
Genotype cases[n(%)]
GG 18(7.79) 46(14.15) 21.083 <0.05
AG 138(159.74) 131(40.31) 21.083 <0.05
AA 75(32.47) 148(45.54) 21.083 <0.05
LR EBI(%)]
Allele cases[n(%)]
G 73(31.60) 78(24.00) 3.944 <0.05
A 158( 68.40) 247(76.00) 3.944 <0.05
3 e CTLA-4 +49 A>G i i S PR b S50 5 PR 5 45 B O G &

SR 19 & A AT B S e MBS R A R, S 5 i
AMAE A S8 AU FE T 40A NK A0 . 5 W4 s L R4
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PERIZE i CTLA-4 B FRIRAEXT T 40 MAY 15 fhte &1 38 15 76
7, CTLA-4 F:[R- S350 A B e st (R ) B2 &l f 5 |
CTLA-4 & [ 1 38 0 3 T A A8 10y S B0 A9 o9, iy H et i 52y
G BRI B F A5 e 2 B S 4 R B SR 1R AL
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DT IR [ TR R A , 3 T A5 - IEE D e & 2R
AR U T CTLA-4 R [ I 2 e MU PN [ 41 i 26 1 B
BE 71, A3 AN 1 CTLA-4 /D0, STAER A LI 5
MBI B CTLA-4 +49 A>G J: AT DL T 80505 2 8%, 4N Graves
5 JHRRRIE | R A A TR N BRI ST R 2 — o AR,

ENIER B
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S TSR P S5 5 R [ SR TR 2 7 % B ) A S 0,
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+49 A>G LA 555 ELE 5 R IR S L (X Be B SE 15
T B ESE 08, 2R 24 A, Hadinia 25 5E#E 109 445
LI 2835 190 144k BE 2 O B U XE %L HRS CTLA4
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A R , 45 SR T 2 i R R0 0 VA6 o7 ik PR AR 2 3 O
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HNrb, Dilmec 552X 56 51 25 B i i £ 4 #1162 {5l Fie 7 1Y)
Xt HEAIF S /R PIZH ] CTLA-4 +49A>G Fil -318C>T A5k 1L
BEFINTLHEIT 5 Lo MATFRIRD T RE DUEANRE CT-
LA-4 +49A>G {3 s5 B 250 545 IR 2 A ARG, 45251
7R CTLA-4 55 1 Ah i+ X +49A>G i S 4 &F AG R4 &
F AA (GG BT KA A SN 5 G S0 R 1Y 43
M GIEH @R ARE B2 R E 8 L, XS EIRERR
AHICHIFSE 45 FAH Lo
L5 TR, ASRBTIT R 45 R R WA DUR A BF CTLA-4
+49 A>G i 13 Z M S 45 BRI R A IO DG . (HAHIESE
)45 R 0 A — 5 14 R BRAME TIT RE X 48 2R3 il - (DR A 5 i
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