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ABSTRACT Objective: Extracted DNA from peripheral blood of hepatitis B virus-related clinical disease is the basis of researching,
the quality and quantity of DNA extracted directly related to the success of downstream research. Economic, efficient and convenient
peripheral blood DNA extraction method for the study of disease at the molecular level is particularly important. Our study was designed
to compare the two kinds of peripheral blood DNA extraction method, thereby providing a strong reference for clinical research.
Methods: Anticoagulation was used for the test sample. Improved salting-out method and DNA extraction kit method (purification by
silica gel column) were used for genomic DNA extraction respectively, by spectrophotometer meter measured the DNA concentration
and purity, PCR amplification and electrophoresis experiment was carried on. Comparison of the effect of improved salting-out and DNA
extraction kit. Results: Kit (purification by silica gel column), which saved time, with higher DNA-purity and better DNA single PCR
bands,had little dosage of extraction specimens. Improved salting-out method had easier operation and higher DNA-yield, but the PCR
band included many impurity bands. Conclusions: Both the two methods had advantages and disadvantages, kit (purification by silica gel
column) was reliable and fast, but received less DNA which was degraded easily, improved salting was time-consuming, but received
higher DNA concentrations and the amount. According to different clinical research needs and conditions, for example, the experimental
time and money, DNA purity and concentration required for the experiment, different volumes of the sample to provide comprehensive
selection of suitable extraction method.
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Table 1 Both methods of extracting DNA concentration and purity

Subgrounp n DNA Concentration(pg/ml) OD(260 nm/280 nm)
Improved salting-out 10 41.0% 10.6 1.96+ 0.24
DNA extraction kit 10 19.8+ 1.5 1.79+ 0.09
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Fig.1 Genomic DNA gel electrophoresis
7 1K FIEIRE DNA; 2 3L R 2 #7532 EN DNA ;M DL2000 marker
Note:1:DNA extraction kit; 2:DNA by improved salting-out; 3:Marker:
DL2000
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