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ABSTRACT Objective: To study the relationship of HBV-M and HBV-DNA content with liver function. Methods: Detected the
HBsAg, HBeAg, HBcAb, HBsAb and HBeAb levels of 104 hepatitis B patients. PCR method was used to detect their HBV-DNA levels.
Meanwhile, their aspartate aminotransferase(AST), alanine aminotransferase enzymes(ALT), cholinesterase(CHE) levels were detected,
and their relations between each other were obtained by using Spearman correlation analysis. Results: The positive rate of HBV-DNA
and its load volume was greater in HBsAg, HBcAb, HBeAg-positive group than in the other groups(P<0.05). The HBeAg levels and ALT
concentration was positively correlated with HBV-DNA load (=0.48, P<0.05), (=0.36, P<0.05). AST and CHE showed no significant
correlation with HBV-DNA load, but AST between no viral group and viral group showed statistical difference (P<0.05). Conclusion:
There is a certain correlation between HBV-M, HBV-DNA and liver function. But HBeAg seroconversion does not mean to stop viral
replication, and yet HBV-DNA can not completely reflect liver damage. So we should pay more attention in clinic.
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1.2.1 BRARE 104 B YRR 2= J# KM 5 mL, &
TGP CRYUEE), BRIRS EE IR TH#E 2 h, #47 3000
r/min BOANEE 15 min 280,

1.2.2 HBV-M #& R JTIMEIE G292 W2 B 36 ( ELISA)E %I
J7 R DN 2% Bt )5 (HBsAg) . & i 4t /& (HBsAb) e $i i
(HBeAg).e #i & (HBeAb), #%.L>4ifk (HBcAb) Jk 5 I
HBV-M,, 27 IS Bh a0l & , 7™ 4 Bt iGn) @ s E ok
LAl

1.2.3 HBV-DNA #&ll SR % & i i ( PCR) 1€ f A
1.7 HBV-DNA #; &, {{#$°& ABI SLAN PCR Detection Sys-
tem 7500 ZEE AT (S E A7), 15 T b 1L R 2 k42
FER Ay A B vl o T A 4% B0 G R E R AT, HBV-DNA
FE AR AR AR A S, > 500 TU/mL g B

12.4 FEODBESEARIGTN SR FHOLA B R K A R
LG (AST) N AR E H I M (ALT) R8RS (CHE) 35
JFThREFE AR . AL DL 3T & AR i AU 2700 %14 9 3hA: 1k

S CH A=) R TR AE R A R AR, EWS
{H : AST<40 U/L,ALT & <40 U/L,CHE & 4300~ 10500 U/L,
1.3 GitFH %

KA SPSS 17.0 A EHRI T 2207, TR
(x )R, R ORI THBZERER A <2 #6365 4 5l HBV-M
FH% 2% \HBV-DNA FH M % I 8 0 5 T DI fig 48 hr 19 5 &k A
Spearman 3437, P<0.05 H2%FA Gt L.

2 #R

2.1 HBV-M A [E] PR %#E ) HBV-DNA [HIE R HE LR

104 {5l % HBV-M KU 5%, JEAa 9 FhBRPEARE, Horh
L) HBsAg .HBeAg HBcAb [H 4 ,HBsAg HBeAb HBcAb [H
1, HBsAg HBcAb LRI A i, o5 82.69%; K=FHH
HBV-DNA [H 5 R 48 5 3K F H Ay 45 21 (P<0.05 5} P<0.01),
Wk 1,

% | HBV-M PR35 HBV-DNA JHIEE R HEH X R
Table 1 The relationship between HBV-M positive mode and HBV-DNA positive rate and load

HBV-DNA positive rate

mode Positive HBV-M n (%) HBV-DNA load(IU/mL)
[ HBsAg .HBeAg HBcAb 32 31(96.88) 1.44x 107

I HBsAg . HBeAb .HBcAb 42 18(42.86)* 4.36% 10™

m HBsAg .HBcAb 12 5(41.67)* 3.72% 10%

m HBsAb 4 1(25.00)** 2.01% 10%

v HBsAg .HBeAg .HBeAb HBcAb 3 2(66.67)** 3.96% 10%

\ HBsAb HBcAb 3 1(33.33)** 3.63% 10%

VI HBsAg 2 0(0.00) <500

VI HBsAb .HBeAb HBcAb 1 0(0.00) <500

jul ] 5 1(20.00)** 8.94x 10%

¥ :HBV-DNA PRMEZR 5485 | tb3k *P<0.05, *¥P<0.01 ; HBV-DNA #2544 [ bk #P<0.01,
Note: HBV-DNA positive rate was compared with mode 1 , ¥*P<0.05, **P<0.01; HBV-DNA load was compared with mode 1 , #P<0.01.

2.2 HBV-M £ 215 HBV-DNA HEH X &

HBsAg .HBsAb . HBeAg . HBeAb HBcAb 5 Iii HBV-M, 1
HBeAg (1335 5 HBV-DNA Fih R M1, HARTCH] BAH G
PE . 104 {5 & 3% b ,HBeAg FH % 35 5] ,HBV-DNA FH % %
94.29%; HBeAg BT 69 4], HBV-DNA [H:% 37.68%, HBeAg
P4 2H HBV-DNA [P 5 5 2 5 T HBeAg B4 (x=27.19,

P<0.01),

Joitk— LR HBeAg ik 5 HBV-DNA #ik HUHIEHE,
145 HBeAg it 5 HBV-DNA #5420 4 BB, Spearman Af]
KeMEA3HT B 7% HBeAg & 5 5 #1 HBV-DNA # 2 F A X (=
0.48, P<0.05), .3 2,

% 2 HBeAg & 2571 HBV-DNA #FHEHK) X R([n(%)]
Table 2 The relationship between HBeAg level and HBV-DNA load [n(%)]

HBV-DNA load n HBeAg level(Ncu/mL)
(IU/mL) < 0.03 0.03~1.00 1.00~3.00 >3.00
< 500 4 3(8.57) 1(2.86) 0(0.00) 0(0.00)
500~10* 14 6(17.14) 4(11.43) 3(8.57) 1(2.86)
10°~107 10 5(14.29) 3(8.57) 1(2.86) 1(2.86)
>107 7 0(0.00) 1(2.86) 2(5.71) 4(11.43)

2.3 FrIfgedEsnS HBV-DNA HEHX R
4 HBV-DNA #it 3fy 4 45 &, Spearman A 5CH: 43
7R ALT ¥ 5 HBV-DNA # i 2 IEHH2E (1=0.36, P<0.05).

AST .CHE ¥k Jif 5 HBV-DNA #8IC U] ARG, (BAETHE#HE
i 2H (H) HBV-DNA #8< 5001U/mL) 545 5 5 2 e 4 22 )
AST ¥R A Gei T4 38 L (P<0.05), WL3& 3,
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* 3 FFIhaEHEHRS HBV-DNA HEMX R
Table 3 Relationship between the indexes of liver function and HBV-DNA load
HBV-DNA load(IU/mL) n ALT(U/L) AST(U/L) CHE(U/L)
< 500 36 97.32+ 23.45 42.34% 12.04 8302.34% 503.45
500~10* 34 126.34+ 35.48* 53.45% 13.28* 8139.06% 712.56
104107 20 217.45% 43.12%* 74.23% 16.3* 8231.24+ 685.42
>107 14 24126+ 48.65%* 104.34+ 22.03** 8179.37+ 805.82

E:5< 500 AL *P<0.01,5 500~10* ZH L% #P<0.01,5 10°~107 4B EL %A P<0.01
Note: compared with the group of HBV-DNA load < 500 [U/mL, * P<0.01; compared with the group of HBV-DNA load of 500~10* IU/mL, # P<0.01;

compared with the group of HBV-DNA load of 10*~107 IU/mL, A P<0.01.

3 i

XTF HBV J@& % 835 1 7 , HBV-M HBV-DNA & JiF 1 fig
TEARHUE A AR A IR & X . HBV-DNA 1] 5 it HBV S5 5 Y
SHIKF , HBV-M ) J WAL HBV (50 RE sy, KRS
PRI e HBV S JF A 461 5 FRRE RS, ARBFIE I AT =34 1Y)
KFR, VTR, 348 SIGRIEYT -

HBV-DNA [H#: 4N J& HBV BUL 2 b 1 = B8 b7, T
HBV-DNA # &k, HBV &l G BK , & 5 Mg . DIERF 5T
AN ,HBV-M 5 HBV-DNA Wi # (/KN R B — 8. # fnde
5@ 5E % 38, HBeAg [H 1 % HBV-DNA Ay FH 1 % 3%
100.00% ., A<fff 55 1 ,HBeAg FH % % HBV-DNA #y fH 3 ik
94.29% , WEAICF SClkAE /K F 5 S HBeAg BAMEA L 2R A
GiihaEE L (P<0.01), 1fii H7E 5 # HBV-M {J{{f7 HBeAg & it
5 HBV-DNA # £ 5 IE A6 (1=0.48, P<0.05) , H: 4y HBV-M 5
HBV-DNA JCHA A K44 . WESE HBeAg W Ey HBV & (4 R
IfFe bR . AWFFE  HBV-M FIH B Z 24 M MR i
PTG , 78 HBV-M FHEAR A, 1-3-5 . 1-4-5, BIAFRA)
"UNZBH " A 45% L 1, ARWFSE R E HBsAg BHERE
HBsAg.HBeAb HBcAb 2 i 40.18%, 5 SCHkR B ELAHIA , 3%
5 HAriERE M HBeAg FIPERF 44 <. McMahon 4E®fF 57 A
9, HBV Hif C X850l 530 HBeAg B, DLkiltfi A fufie
WS YR EEVE R (H HBV S HIRAZ 50, X R YL T 75
G AE A RN AR AW, % 58 5 4 2 1 o i
AR, E AN HBeAg MR, IAy HBeAg B
1 HBV-DNA [H¥:3% 5) & A 18 ISk, JEA 55
BF9¢ % B, HBeAg [ 4% FIBH P4 B Ah 12 1k 2 JIF s 2 PIT 40 i 1)
PR AN Y  AGF 5, 72 HBeAg [P &3 1, HBV-DNA
FHERATS A 37.68%, Tiii B HBV-DNA (35 553k 4.36% 1051-
U/mL, XIUESE HBeAg BAMRREMR K HBV JREE45 1 & sl
AR R

AT 2 &, ARG R S i HBV-M 4B 2 3%, {847}
F 1k HBV-DNA IRk B2 & i, i FLAE 2 PrlpE B R
FEREH 1 1) HBV-DNA & i, $##/8 HBV-M #Bal & fiik
HIUH AR MIEL L SR L 54 , vT REFP AR AR S P i
FRE B S E RS T, B4R HBV-M RPN IF 295
TEAREAT — 5 BRI BR A,

Il KX+ HBV-DNA 5 FFDIRE Y & RAFER K Gl 224k
E SENIF 5T N R 1L HBV-DNA #) i 5 AST ALT CHE 4§ fif

VIR R R L. Fan 55 7 AR B A 2508, HAE
HBV-DNA &t 5 JIFE A AE FILT 2k AR BE TC W 2 A . ASWE
i ALT ¥ 5 HBV-DNA # i 5 EAH2C (r=0.36, P<0.05 ) ;
AST CHE 5 HBV-DNA #i# JCH] ARG & AN e AT
BT HBY S F RSN S Wb 518 B RS T
PSS, LI HBY {5l s 22 52 1l , %of 400 A 46
S, HBV-DNA 58 MR 7 BRI E % K- (HEEH
i JE S 0 B s CHA S PR P B IR T A e
SZRE , ALT AWk SV AR RAE SN HY AT SEFE bR AST
5 HBV-DNA gt JF 0 I ARG (B JORG B 40 5 A W 75
WAL 2] AST WA GEiT24 78 L (P<0.05), CHE al /N AT
JUE A S A S AR 3 BOFE AR, 2 T R AR S SRR 3
CHE 1 T Wt , B0 P AT 20 2R HE O IS 522 R e 38, 9 5
P PR AR BAH OGS, ARBIESE R CHE 5 HBV-DNA # 5 JCH]
TEARDGHE o H AR/ HBV-DNA ik i IS5 AT IE AL bR AF 7
— B, 1075 AT S B F R A B RO . B S
FEWHREZL 76 AT BFE IR T, 10 980 [R) s o A A
FRBAAAEHABA F R, A BESE HBV-DNA #i sl it
hRERe R T E 1™,
£ b Tk ,HBV-M HBV-DNA 5JIFIhfE 2 [H1H — & 1A
ek, H HBeAg B A FM 722 5 11, HBV-DNA LR fE
SEA SN TR FREEE , i PRI R AR o
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