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CTGF is a Novel Predictor of Metastasis in Ovarian Cancer*
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ABSTRACT Objective: To investigate the expression of CTGF expression and its correlation with clinicopathological
characteristics of ovarian cancer. Methods: Immunohistochemistry was used to detect the expression of CTGF in 116 cases of ovarian
cancer and 25 cases of normal ovarian tissue, and analyze the relationship between CTGF expression and clinicopathological
characteristics of ovarian cancer. Results: The positive rate of CTGF expression in normal ovarian tissue and ovarian cancer were 96%
(24/25) and 65% (75/116) respectively, which was significantly lower in the ovarian cancer than that of normal ovarian tissue. The
decrease of CTGF expression was found to be associated with the lymph node metastasis, intraperitoneal metastasis and response to
chemotherapy of ovarian cancer(P<0.05). Further multivariate logistic regression analysis showed that CTGF expression was significantly
associated with the intraperitoneal metastasis of ovarian cance (P=0.006, OR=4.185, 95% CI=1.447-11.352) and lymph node metastasis
(P<0.001, OR=6.336, 95% CI=2.563-15.972). Conclusion: The loss of CTGF expression was independent influencing factor of lymph
node metastasis and intraperitoneal metastasis of ovarian carcinoma, which may be used as an potential biomarker for the metastasis of
ovary carcinoma.
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Table 1 Expression of CTGF in normal ovarian tissue and ovarian cancer

CTGFexpression
Percentage(%)
Strong Moderate Weak
Ovarian cancer 116 20 55 41 17 47 36
Normal ovary 25 15 9 1 60 36 4

& A 5P & J& CTGF [B143Ri%(x 400) CTGF-negative in ovarian cancer(x 400)
& B 5P § b= AR CTGF & FRiA(x 400) CTGF-positive in mucinous ovarian cancer(x 400)
& C 5P £ iERR AR HL CTGF 5 3RiE(x 400) CTGF-positive in clear cell cancer(x 400)
& D DR & PBS BAMEXT BB ZH(x 400) PBS-negative control in ovarian cancer(x 400)
B E DN E F = HiEREE B CTGF 5 FRIiA(x 200) CTGF-positive endometrial ovarian cancer(x 200)
B F P& m4A LR CTGF §3FRiA(x 200) CTGF-positive in serous ovarian cancer(x 200)
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Table 2 Correlation of CTGF expression with clinicopathological characteristics of ovarian cancer

CTGF expression

Variables No.=116 P-value
Strong Moderate Weak
Age (years) 0.311
< 54 58 12 27 19
>54 58 8 28 22
Ascites(ml) 0.523
< 500 40 7 18 15
>500 76 13 37 26
FIGO stage 0.415
1 10 2 4 4
I 15 3 7 5
1I-1v 91 15 44 32
Histological type 0.126
Serous 85 15 38 32
Mucinous 17 4 8 5
Endometrioid 10 2 5 3
Clear cell 4 1 1 2
Histologic grade 0.115
Gl 30 5 12 10
G2-G3 86 15 43 31
Residual tumour size 0.764
<1 97 17 46 34
>1 19 3 9 7
Response to 0.012
chemotherapy
Platinum sensitive 76 15 39 23
Platinum resistant 40 7 15 18
Intraperitoneal 0.007
metastasis
No 39 9 21 11
Yes 77 11 36 30
Lymph node metastasis 0.009
No 73 17 35 21
Yes 43 3 20 20
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Table 3 The relationship of CTGF expression with intraperitoneal metastasis and lymph node metastasis of ovarian cancer using multivariate Logistic

Regression analysis

Variables B S.E. P-value OR 95% CI
Intraperitoneal metastasis 1.432 0.561 0.006 4.185 1.447-11.352
Lymph node metastasis 1.842 0.461 P<0.001 6.336 2.563-15.972

7 :Band SE #AEFRHFAREIR, CIAIEXE, OR fiFE L,

Note: Abbreviations: B and S.E the parameter estimator of association coefficient and its standard error; CI confidence interval, OR odds ratio.
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