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ABSTRACT Objective: To observe the clinical significance of Small RNA expression in peripheral blood of patients with sepsis and
its influence on immune regulation mechanism. Methods: 110 cases of sepsis patients were selected as study group and another 100
healthy cases were as controls. Flow cytometry instrument was used to detect peripheral blood CD4 * CD25 * Treg cells expression,
real-time quantitative PCR (RT-PCR) was used to detect miRNA and Foxp3 mRNA expression in the peripheral blood, enzyme-linked
immunosorbent was to detect concentration of TNF-« and IL-10, and sequential organ failure estimation (SOFA) score system was used
to evaluate the severity of the patients with sepsis. The correlation of miRNA with total number of white blood cells, the TNF-«, IL-10
and SOFA score were analyzed. Results: The expression level of miRNA in study group was lower than that of the control group (P<0.
01), and the level of WBC and IL-10 was significantly increased (P<0.01). miRNA expression and SOFA score, serum TNF-« in patients
with sepsis had a negative correlation with IL-10 (r=-0.512 -0.623, -0.432, P<0.05); there was no significant correlation with the WBC
(r=0.215, P>0.05). Treg expression rate and Foxp3mRNA in peripheral blood of patients with sepsis were significantly higher than that of
healthy controls (P<0.01) and increased along with the severity of disease, and there was statistical significance in comparison between
slight, moderate and severe sepsis (P<0.01). Death patients appeared in the patients with severe sepsis, Treg, Foxp3 mRNA and IL-10
levels in death patients were significantly higher than survival patients (P<0.01); miRNA in death patients was lower than that of survival
patients (P<0.01). Conclusions: MiRNA expression is decreased significantly in peripheral blood of patients with sepsis, miRNA level
can not only reflect the state of inflammatory response of the body, and to a certain extent, can be used as index to judge the severity of
disease and prognosis, miRNA is also involved in regulation of Treg cells proliferation, and play a role in sepsis immune mechanism.
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Table 1 Comparison of changes of miRNA, WBC, TNF-a and IL-10 between two groups

Group Case miRNA TNF-a (pg/mL) IL-10 (pg/mL) WBC (x 10°L)
Study group 55 1.05% 0.29 154.13+ 6.39 127.94+ 528 11.18+ 123
Control group 55 1.85% 0.12 4528+ 4.98 37.38% 428 6.78+ 1.82
t 29.34 3.02 33.13 2.88
P <0.05 <0.05 <0.05 <0.05
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Table 2 Linear relation of MiRNA and TNF- alpha and IL-10 and WBC

TNF-a (pg/mL) IL-10 (pg/mL) WBC (x 10%L) SOFA
r -0.623 0432 0215 0512
P P<0.05 P<0.05 P>0.05 P<0.05
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Table 3 Treg expression rate and Foxp3 expression level of peripheral blood in different illness severity of sepsis patients

Disease stages Case Treg Foxp3 mRNA
Slight 33 2.62+ 0.78¢ 0.14+ 0.03¢
Moderate 42 2.88+ 0.89* 0.19+ 0.01%*¢
Severe 35 3.01% 1.21#b¢ 0.22+ 0.02%0¢
Control group 100 1.28+ 0.14 0.04+ 0.01

Note: compared with slight group, aP<0.05; compared with moderate group, bP<0.05; compared with control group cP<0.05

FKARTEEURFEFRENINEM Treg FiX UK miRNA Foxp3 mRNA Rk K IL-10 Fik
Table 4 Expressions of Treg, miRNA, Foxp3 mRNA and IL-10 of peripheral blood in death and survival patients

Group Case Treg (%) miRNA Foxp3 mRNA IL-10
Survival group 88 2.88+ 1.04 0.95+ 0.17 0.18+ 0.03 51.77+ 5.74
Death group 22 3.44+ 0.54 0.42+ 0.05 0.23+ 0.06 65.29+ 13.86

t 3.44 2.71 3.97 3.84

P <0.05 <0.05 <0.05 <0.05
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