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ABSTRACT Objective: To investigate the effects of long non-coding RNA SNHG18 on the proliferation and apoptosis of gastric
cancer cells. Methods: Real-time quantitative PCR (qRT-PCR) was used to detect the expression of IncRNA SNHGI8 in human gastric
cancer tissues and adjacent normal tissues and gastric cancer cell lines. MTT and colony formation assays were used to observe the
changes of proliferation activity of gastric cancer BGC823 cells after transfection of pcDNA-SNHG18. The effect of IncRNA SNHG18
on the apoptosis of gastric cancer cells was verified by flow cytometry. Results: Compared with paracancerous tissues and normal gastric
mucosal epithelial cell line GSE-1, the expression of SNHG18 was down-regulated in gastric cancer tissues and gastric cancer cell lines
(P<0.05); and over expression SNHG18 in gastric cancer cells could inhibit the proliferation of gastric cancer cell line BGC823 and pro-
mote apoptosis of BGC823 cells. Conclusions: The expression of long non-coding RNA SNHG18 is down-regulated in the gastric cancer
tissues, which may play an important role in the regulation of proliferation and apoptosis of gastric cancer BGC823 cells.
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Fig.3 Expression of SNHG18 in the gastric cancer cells and normal gastric

mucosal cell GES-1
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Fig.4 Overexpression of SNHGIS in gastric cancer cell line BGC823
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Fig.5 Effects of overexpression SNHG18 on the proliferation of BGC823
cells by MTT assay
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Fig.6 Effects of overexpression SNHG18 on the proliferation of BGC823 cells by colony formation assay
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Fig.7 Effects of SNHG18 overexpression on the apoptosis of BGC823 cells detected by flow cytometry
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