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HE BW :3E %128 #1 5% 58 (chronic heart failure, CHF ) % # ] J&] f2 microRNA-223(miR-223 )#v 2 7% B 7 4% Ak (B-type natri-
uretic peptide, BNP) K- & H 4 Wi i1, F5ik: 8B CHF %% 65 4| (CHF 41), & ¥ £ B 4253 i 7 B2 (New York Heart Associ-
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ABSTRACT Objective: To investigate the level of microRNA-223 (miR-223) in peripheral blood and serum B-type natriuretic
peptide (BNP) level of patients with chronic heart failure (CHF), and to analyze their diagnostic value. Methods: Sixty-five patients with
CHF were enrolled in the CHF group: 24 patients with New York Heart Association (NYHA) functional class II, 22 with class IIl and 19
with class IV. Another 40 healthy subjects who underwent a physical examination were included in the control group. The level of
miR-223 in peripheral blood was measured by real-time quantitative PCR. The serum BNP was determined by ELISA. The ROC was
used to evaluate the diagnostic value of miR-223 and BNP for CHF. Results: Compared to the control group, the left ventricular ejection
fraction and fractional shortening were significantly lower, left ventricular end-diastolic diameter was significantly wider in the CHF
group (all P<0.01). The level of miR-223 or BNP in the patients with CHF was higher than that in the control group (P<0.05), and the
level of miR-223 or BNP gradually increased with NYHA functional class. The area under the curve (AUC) of miR-223 to diagnose CHF
was 0.7375; while the cutoff of miR-223 was 43.51, sensitivity and specificity were 92.82% and 89.44%. The AUC of BNP was 0.7925;
while the cutoff of BNP was 128 ng/L sensitivity and specificity were 92.93% and 92.58% . Conclusions: The level of miR-223 in
peripheral blood and serum BNP level of patients with CHF are up-regulated, which had a good diagnostic value for CHF.
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BERIFRIR . B TP miRNA BEASHIH U EAL B2 BERE A, 76 S 0L
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VRITHEA, miR-223 7.0 M8 RGE R 2 84l 1E , Gou 45
WFFE I miR-223 5/ R O LA B UTAHOCT,; Yu S 8F5T
B I miR-223 So Uk FE B A B IR EE R
miR-223 FE IR AT & R kO JIURE BN S 3 i, (BAg 58
4.0 717508 (chronic heart failure, CHF ) 2 3 miR-223 ({13235 1%
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ANJE I miR-223 #1 B ZUFI4A K (B-type natriuretic peptide,
BNP) ) 3Ri57KF I8 HoAE. CHF 2 W i IR {6 -
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Table 1 Comparison of the clinical characteristics between CHF group and Control group [xs,n (%)]

CHF group Control group e P
(n=65) (n=40)

Male/Female 36/29 22/18 0.12 0.31

Age (years) 66.22+ 11.31 63.98% 9.64 1.12 0.30

BMI (kg/m?) 23.42+ 0.54 23.53% 0.62 0.92 0.30

Diabetes mellitus (n, %) 9(13.85) 4 (10.00) 0.07 0.78

Smoking history (n, %) 3 (4.61) 4 (10.00) 0.06 0.62

Alcohol consumption history (n, %) 4 (6.15) 5(12.5) 10.52 0.80
FS (%) 21.24+ 3.35 32.59% 6.11 6.09 <0.01
LVEF (%) 4244+ 1522 63.67+ 10.43 5.12 <0.01
LVEDD (mm) 64.00+ 5.97 57.11% 1.07 8.22 <0.01

LVPWT (mm) 11.47+ 1.79 11.15+ 1.38 0.94 0.07

Note: BMI: body mass index; CHF, chronic heart failure; FS, fractional shortening; LVEDD, left ventricular end-diastolic diameter; LVEF, left ventricular

ejection fraction; LVPWT, left ventricular posterior wall thickness.
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Fig.1 Relative expression of miR-223 in the peripheral blood of patients

Relative expression of miR-223

Control

with different NYHA functional class and control group
Note: NYHA, New York Heart Association; *:compared with Control
group, P<<0.05; f:compared with NYHA functional class Il , P<<0.05; #:
compared with NYHA functional class III, P<<0.05.
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P02 R I AR GTHAG OIS 15 S miR-223 FRIkIY
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REAE B miR-223 R IR/KF B Tk B, i A IF 5 U 5
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Fig. 2 Serum BNP level in patients with different NYHA functional class

Control

and control group
Note: BNP, B-type natriuretic peptide; NYHA, New York Heart
Association; *: compared with Control group, P<<0.05; +: compared with
NYHA functional class I , P<<0.05; #: compared with NYHA functional
class III, P<<0.05.
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diagnosis of CHF
Note: BNP, B-type natriuretic peptide; CHF, chronic heart failure; ROC,

receiver operating characteristic.
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