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ABSTRACT Objective: To explore the distribution of pathogenic bacteria in sputum of patients with ICU in hospitals and analyze
their drug resistance in order to provide the necessary bacteriological basis for clinical empirical antibiotic selection. Methods:
Eighty-four patients who were admitted to an ICU in a certain hospital from January 2017 to December 2019 were selected as the re-
search subjects, sputum samples were collected, and bacteriological culture and drug sensitivity tests were performed. Results: (1) A total
of 91 strains were extracted from 84 patients, of which 45 were G'bacteria, accounting for 49.45 %, 36 were G bacteria, accounting for
39.56 %, and 10 were fungi, accounting for 10.99 %. (2) Analysis showed that Imipenem has better sensitivity to G'bacteria, and van-
comycin has better sensitivity to G* bacteria. Vancomycin-resistant enterococci and staphylococci have not been found. Conclusion: There
are many types of pathogenic bacteria in sputum of ICU patients. Among them, Gbacteria are the main pathogens. The pathogens show
multiple drug resistance. Imipenem has good sensitivity to Gbacteria and vancomycin has good sensitivity to G™.
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Table 1 Bacterial culture results of sputum specimens

Pathogenic bacteria

Number of strains Percentage( % )

G  bacteria Enterobacter cloacae
E.coli
Klebsiella pneumoniae
Krebs
Pseudomonas pitii
Pseudomonas aeruginosa
Stenotrophomonas maltophilia
Acinetobacter reesei

Enterobacter aerogenes

Acinetobacter baumannii

. Methicillin—resistant
G" bacteria

Staphylococcus aureus
Methicillin—resistant

Staphylococcus epidermidis
Enterococci
Streptococcus
Other Staphylococci
Group D Non—Enterococcus
Corynebacterium
Fungus Candida albicans
Other Candida

Mucor

Total

3 3.30
10 10.99
6 6.59
0 0.00
2 2.20
14 15.38
4 4.40
0 0.00
2 2.20
4 4.40
15 16.48
10 10.98
6 6.59
1 1.10
2 2.20
2 2.20
0 0.00
5 549
4 4.40
1 1.10
91 100.00
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Table 2 Analysis of G bacteria resistance

Pathogenic bacteria n A B C D E F G H I
Enterobacter cloacae 2 0 0 0 0 - 1 0 0 1
E.coli 9 3 5 0 0 3 9 6 3 6
Klebsiella pneumoniae 6 3 4 0 0 6 6 4 3 6
Pseudomonas pitii 1 0 1 1 0 1 1 1 1 1
Pseudomonas aeruginosa 14 0 0 0 0 14 14 14 0 10
Stenotrophomonas maltophilia 4 2 2 0 4 4 4 2 2 4
Enterobacter aerogenes 2 2 2 2 0 2 2 2 2 2
Acinetobacter baumannii 4 4 4 0 0 4 4 4 4 4

Note: A Shupushen, B Fudaxin, C Ambuta, D Imipenem, E Ampicillin, F Cefazolin, G Ciprofloxacin, H Compound Xinuomin, I Gentamycin.
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Table 3 Analysis of drug resistance of G* bacteria

Pathogenic bacteria n A B C D E F G H I
Staphylococcus aureus 15 0 0 15 15 12 15 15 15 15
Staphylococcus epidermidis 10 0 0 10 10 10 10 10 10 10
Enterococci 7 0 0 5 5 6 7 7 7 7
Streptococcus 1 0 0 1 1 1 1 1 1 1

Other Staphylococci 2 0 0 2 2 2 2 2 2 2
Group D Non-Enterococcus 2 0 0 2 2 2 2 2 2 2

Note: A vancomycin, B teicoplanin, C imipenem, D Tezhixing, E compound sinomine, F ampicillin, G oxacillin, H erythromycin, I penicillin.
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