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ABSTRACT Objective: To study the role and mechanism of MiR-23a targeting HOXCS8 in cervical cancer population in
heilongjiang province. Methods: From January 2017 to January 2019, 90 patients with normal cervical, cervical intraepithelial neoplasia
(CIN) and cervical cancer were collected from our hospital. The expression levels of MiR-23a in normal cervical tissues, CIN tissues and
cervical cancer tissues were detected by RT-PCR. In addition, Lipofectamine® 3000 transfection reagent was used to transfect MiR-23a
mimics, MiR-23a inhibitors and blank control fragments into cervical cancer cell Siha, and the proliferation capacity of the three groups
of Siha cells was detected at Oh, 48h and 72h after transfection. In addition, the expression levels of HOXC8 in normal cervical tissues,
CIN tissues and cervical cancer tissues were detected by RT-PCR. Results: The relative expression of MiR-23a in cervical cancer tissue
was significantly higher than that in CIN tissue and normal tissue, and the relative expression of MiR-23a in CIN tissue was significantly
higher than that in normal tissue (all P<0.05). The proliferation ability of Siha cells in the MiR-23a simulant group was significantly
better than that in the MiR-23a inhibitor group and the blank control group, and the proliferation ability of Siha cells in the blank control
group was significantly better than that in the MiR-23a inhibitor group (all P<0.05). The relative expression of HOXCS in cervical cancer
tissue was significantly higher than that in CIN tissue and normal tissue, and the relative expression of HOXCS8 in CIN tissue was
significantly higher than that in normal tissue (all P<0.05). Conclusion: MiR-23a may further promote the occurrence and development of
cervical cancer by targeting and down-regulating the expression of HOXCS8 gene, which provides a new target for the prevention and
treatment of clinical cervical cancer and deserves clinical focus.
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I, St 240 L A A R AL A SCAL 3, Y 5 SR T BE 240
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ZHE1 CIN U B AU A 4N ) MiR-23a Fik/KF , R #EAE
55 W LA & U0 B A5 A AR ME AT o Hoh 51 T 5
AGGGCTTAGCTGCTTGTGAGC, 7 % 5tk 415 5 pL mRQ
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Table 1 Comparison of mir-23a expression in different cervical tissues(n, xts )

Groups n Relative expression of MiR-23a
Cervical tissue 90 2.01+0.31
CIN tissue 90 1.60+0.24
Normal tissue 90 1.12+0.17
tlvalues, Plvalues - 9.921, 0.000
t2values, P2values - 23.881, 0.000
t3values, P3values - 15.483,0.000

Note: t1 value and P1 value are the statistical values of cervical cancer tissues compared with CIN tissues. T2 value and P2 value were the statistical values

of cervical cancer tissues compared with normal tissues. T3 value and P3 value are the statistical values of CIN tissues compared with normal tissues.

% 2 MiR-23a % Siha FRAIETERI BN (B, xts)
Table 2 Effects of MiR-23a on Siha cell proliferation(n, x+s)

Groups Oh 48h 72h
MiR-23a mimics group 0.71+0.04 1.04+0.14* 1.56+0.18"
MiR-23a inhibitor group 0.72+0.04 2.04+0.23" 4.77+0.23"
Blank control group 0.71+£0.03 1.50+0.23 2.88+0.19
F value 0.842 11.833 18.197
Pvalue 0.631 0.000 0.000

Note: compared with the control group, *P < 0.05; Compared with the mir-23a inhibitor group, *P < 0.05.

%3 FEEHHLH HOXCS X FRIEKFIFLL (B, xxs)

Table 3 Comparison of HOXCS relative expression levels in different cervical tissues(n, x=s )

Groups n Relative expression of HOXC8
Cervical tissue 90 0.26+0.04
CIN tissue 90 0.15+0.03
Normal tissue 90 0.00+0.00
tlvalues, Plvalues - 20.871, 0.000
t2values, P2values - 61.664, 0.000
t3values, P3values - 47.434, 0.000

Note: t1 value and P1 value are the statistical values of cervical cancer tissues compared with CIN tissues. T2 value and P2 value were the statistical values

of cervical cancer tissues compared with normal tissues. T3 value and P3 value are the statistical values of CIN tissues compared with normal tissues.
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