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ABSTRACT Objective: To investigate the genotyping of hepatitis C virus in 502 patients, and analyze its relationship with gender
and age, so as to provide reference for the prevention and treatment of hepatitis C. Methods: The blood samples of 502 patients with hep-
atitis C in Guizhou Province were collected. The genotypes of hepatitis C virus were detected by PCR fluorescence probe method, and
the data were analyzed statistically. Results: 4 genotypes and 5 subgenotypes were detected, the main genotypes were 1b type and 3b
type, followed by 6a and 3a types, and 2a type was less. The genotype distribution of hepatitis C virus (HCV) in different gender was sta-
tistically significant (x>=11.029, P=0.026). 1b type and 3b type were the main genotypes in both male and female patients, but the number
of male patients was significantly more than that of female patients. There was significant difference in the distribution of HCV genotypes
among different age groups (x*=102.946, P=0.000). The 40-59-year-old group was the most infected, mainly with 1b type, followed by
20-39-year-old group, mainly with 3b type, and the 2 60 year-old group was the least infected, mainly with 1b type. Conclusion: The dis-
tribution of HCV genotypes in Guizhou was multi genotype, 1b and 3b types were the main prevalent genotypes, followed by 6a and 3a
types, and the rest were less. There were differences in the distribution of HCV genotypes in different gender and age.
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Table 1 HCV genotyping results of 502 patients with hepatitis C infection in Guizhou Province(n)

Genotypes 1b 2a 3a 3b 6a
n 219 7 70 126 80
Constituent ratio( % ) 43.60 1.40 14.00 25.10 15.90
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Fig.1 The result of 1b type
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Fig.5 The result of 6a type
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Table 2 Distribution of HCV genotypes in patients of different genders(n)

Genotypes Subgenotypes Male Female Total
1 1b 118 101 219
2 2a 3 4 7
3 3a 45 25 70
3b 88 38 126
6 6a 53 27 80
£3 FREHKASRE HCV ERBNSHIER
Table 3 Distribution of HCV genotypes in different age groups
Genotypes 20-39 year-old 40-59 year-old 2 60 year-old Total
1b 21(15.67%) 130(45.45%) 68(82.93%) 219
2a 2(1.49%) 2(0.70%) 3(3.66%) 7
3a 30(22.39%) 37(12.94%) 3(3.66%) 70
3b 50(37.31%) 73(25.52%) 3(3.66%) 126
6a 31(23.13%) 44(15.38%) 5(6.10%) 80
Total 134 286 82 502
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