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Analysis of PTX3 Expression in Non-small Cell Lung Cancer and Its
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ABSTRACT Objective To investigate the expression and prognostic significance of Pentraxin 3 (PTX3) in non-small cell lung
cancer (NSCLC). Methods: Oncomine and GEPIA were used to analyze the expression of PTX3 in NSCLC tissues. GEPIA was used to
analyze the correlation between PTX3 expression and survival time of NSCLC patients. CCLE was used to analyze the expression level
of PTX3 in NSCLC cell lines. NSCLC related gene chips were downloaded from CCLE and PTX3 co expressed genes were screened by
R language. Gene Ontology (GO) and KEGG signaling pathway analysis were used to annotate PTX3 related coexpression genes.
Results: Analysis of Oncomine and GEPIA databases showed significantly lower expression of PTX3 gene in NSCLC tissues (P<<0.05).
By using the GEPIA database survival analysis function, PTX3 high expression was negatively correlated with NSCLC prognosis (P<<
0.05). In CCLE database, using R software were screened in 105 NSCLC with PTX3 expression of genes, GO function enrichment
analysis showed that correlation PTX3 protein mainly locate in gelling spot, cell-matrix adhesive connection and the connection between
cells and so on, mainly involved in the extracellular matrix, extracellular connective tissue, cell-matrix adhesion and the development of
epithelial cells such as biological processes. KEGG analysis showed that PTX3 co-expressed genes were mainly involved in tight
binding, regulation of actin skeleton and JAK-STAT signaling pathway. Conclusions: PTX3 gene is lowly expressed in NSCLC tissue,
and the PTX3 expression is associated with the prognosis of NSCLC patients, which may be used as one of the molecular markers for the
prognosis evaluation of NSCLC patients.

Key words: Non-small cell lung cancer; PTX3; Prognosis; Data mining; GEPIA

Chinese Library Classification(CLC): R734.2 Document code: A

Article ID: 1673-6273(2022)04-707-06

SRR, BT R B2 210 T4, FET 5 180 T3 il , A9 %
BT Ja R I 58 1 A0, AR IR A, Jifisia ]
i 8 2 B R0 A UL A R L 2018 AR S EREAESS TS 4y AR /NG i9E (NSCLC ) Fl/ N Bt itides , F6 b NSCLC %4
* LS VTIRE AT HE IO " S KRAA w2 A A E 588 (WSN-121)

YEZ R 2R FL(1992-), 2, W AHFE A , NIRRT AT, E-mail: lixuechun2162021@163.com

o JEIRVER 25 (1975-), 5 it B £ AF BRI, IR HURAY P A5 , E-mail: deep369@163.com

(IR H 9 :2021-05-06 4237 H 11 :2021-05-31)

RS




- 708 - MREYESSHE  biomed.cnjournalscom Progress in Modern Biomedicine Vol22 NO.4 FEB.2022

SRR R 1Y 85%, A REE R HE ST (AN W R R, 43
AT PSR e NSCLC HlUs TR LB, (Al TL25
BEWISH IR NSCLC B 5 FAEFRIIAE 20%,
PRI AR FH A 0 R 2R BT AR BB (9 431 A 2 b i
I T I A e 1) 2 W RORS TR T B E I R A
. FRRERAFGIE— A& E R 2R rE A R
BorF , HARAE YR e K S B A 41 VRS T K HE T B4R
HB, IE R EE A 3(PTX3)/2& Pentraxin % A K45 IE ALK
BAWRIE, T2 B 2 1) e R, PTX3 /g —F
A PER SR 4, oA 2R A Y24 E v, Bl PTX3 0] L)
AR B TR R S AMA Clq 256, Ja s MRS 4
i 420 [/ B PTX3 ¥ ] L5 Foy k%5 &, KRB EE
FH, DA 358 BT L 22 200 X i R A R R I A T O, S AT
Sk B 22 P TE 22 B PTX3 S g 2 102 1 464 O T Al 7
AT, A GO R 2 A LR RE I I A R G TR
DI HHISE s PTX3 W50 268 545 et mi il i
Jr U B 375 BA AN M HUS AR 56 L (R B AT F PTX3 7E NSCLC
PR IS RSP . R, A 5T 4005 i3 ] Oncomine |
GEPIA } CCLE ¥ FEF24 #0475 1) NSCLC {5 8., 25654
Hr PTX3 7 NSCLC ik R WG TE 0L, I Fal sl xf Hot
TR PRI S AR B AE S By~ D e A ik, ik
— G HAE NSCLC %/ & e i fE PRI $R 2%

I R 5k
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M Oncomine %3 B i #2 B PTX3 JL [ 78 NSCLC W52
EEAE . KREMUWT : (1)Analysis Type: Cancer vs Normal
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Sample Type: Clinical Specimen; (5)Date Type: mRNA ; (6) % ¥
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