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ABSTRACT Objective: To investigate the relationship between the expression of long non-coding RNA (LncRNA) small nucleolar
RNA host gene 15 (SNHG15) and microRNA (miR) -18a-5p in colorectal cancer tissues and clinicopathological features and prognosis.
Methods: 347 patients with colorectal cancer were selected, the cancer tissues and adjacent tissues for LncRNA SNHGIS5 and
miR-18a-5p expression were detection. Followed up for 3 years. The survival status and the factors affecting the prognosis of patients
with colorectal cancer were analyzed. Results: The expression of LncRNA SNHG15 and miR-18a-5p in colorectal cancer tissues were
higher than those in adjacent tissues (P<0.05). The expression of LncRNA SNHG15 and miR-18a-5p in colorectal cancer patients with
low degree of differentiation, TNM stage III and lymph node metastasis were higher than those in patients with well-differentiated, TNM
stage I-II and no lymph node metastasis (P<0.05). The 3-year overall survival (OS) rate in colorectal cancer patients with high expression
of LncRNA SNHG15 and high expression of miR-18a-5p was lower than that in colorectal cancer patients with low expression of LncRNA
SNHG15 and low expression of miR-18a-5p (P<0.05). Low degree of differentiation, TNM stage III, lymph node metastasis, high expres-
sion of LncRNA SNHG15 and high expression of miR-18a-5p were risk factors for death in patients with colorectal cancer (P<0.05).
Conclusion: The expression of LncRNA-SNHG15 and miR-18a-5p in colorectal cancer tissues are increased, which are related to the
occurrence of malignant pathological features and poor prognosis of colorectal cancer patients, such as low degree of differentiation,
TNM stage 111, lymph node metastasis and so on.
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Table 1 LncRNA SNHG15 and miR-18a-5p expression (x* s)

Groups n LncRNA SNHG15 miR-18a-5p
Cancer tissues 347 5.65+ 1.24 3.26% 0.92
Adjacent tissues 347 1.95+ 0.63 1.12+ 0.33
t 49.554 40.786
P <0.001 <0.001
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3 2 LncRNA SNHG15 #l miR-18a-5p FRikFik 5 B& G RREIHEN X R (22 5)
Table 2 The relationship between the expression of LncRNA SNHG15 and miR-18a-5p and the clinicopathological features of patients(xt s)

Clinicopathological features n LncRNA SNHG15 t P miR-18a-5p t P
Gender
Male 206 5.69+ 1.12 0.791 0.430 3.29%+ 0.86 0.720 0.472
Female 141 5.59+ 1.21 3.22+ 093
Age
=60 years old 195 5.71% 1.02 1.159 0.247 3.32%+ 0.80 1.489 0.137
<60 years old 152 5.57+ 1.23 3.18% 0.95
Tumor location
Colon 131 5.69% 1.12 0.455 0.649 3.27+ 0.80 0.208 0.836
Rectum 216 5.63+ 1.23 3.25+ 091
Tumor size
=5cm 208 5.75+ 1.10 1.971 0.050 3.32%+ 0.79 1.613 0.108
<S5cm 139 5.50+ 1.24 3.17+ 0.93
Degree of differentiation
Poorly differentiated 186 6.12+ 0.42 23.089 <<0.001 3.57+ 0.26 21.509 <<0.001
Medium-high differentiation 161 5.11% 0.39 2.90+ 0.32
TNM staging
[ ~ Il stage 202 521+ 0.32 27.856 <<0.001 2.98+ 0.35 16.362 <<0.001
[MIstage 145 6.26+ 0.38 3.65% 0.41
Lymph node metastasis
Yes 145 6.15+ 0.30 21.091 <<0.001 3.62%+ 0.29 22.186 <<0.001
No 202 5.29+ 0.42 3.00%+ 0.23
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