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ABSTRACT Objective: To investigate the expression and clinical significance of long non-coding ribonucleic acids (LncRNA) cy-
tokine signal transduction inhibitor 2-antisense transcript 1 (SOCS2-AS1) and micribonucleic acid (miRNA)-454-3p in human gastric
cancer tissues. Methods: The gastric cancer tissues and adjacent tissues of 120 patients undergoing radical gastrectomy were selected.
The expression of LncRNA SOCS2-AS1 and miR-454-3p in above-mentioned tissues were detected. After 3 years of follow-up, the rela-
tionship between the expression of LncRNA SOCS2-AS1, miR-454-3p and the clinical pathological characteristics and prognosis of gas-
tric cancer patients by analysis, and the influencing factors of poor prognosis in gastric cancer patients were analyzed by multivariate
COX regression. Results: The expression of LncRNA SOCS2-AS1 and miR-454-3p in gastric cancer tissues was lower than that in adja-
cent tissues (P<0.05). The expression of LncRNA SOCS2-AS1 and miR-454-3p was related to the degree of differentiation, depth of in-
vasion, lymph node metastasis and TNM stage (P<0.05). The 3-year overall survival (OS) in LncRNA SOCS2-AS1 low expression group
was lower than that in LncRNA SOCS2-AS1 high expression group, and the 3-year OS in miR-454-3p low expression group was lower
than that in miR-454-3p high expression group (P<0.05). Lymph node metastasis and TNM stage III were risk factors for poor prognosis
in gastric cancer patients (P<0.05). High expression of miR-454-3p and LncRNA SOCS2-AS1 was a protective factor for poor prognosis
in gastric cancer patients (P<0.05). Conclusion: The low expression of LncRNA SOCS2-AS1 and miR-454-3p in gastric cancer tissues is
closely related to the pathological characteristics and poor prognosis of gastric cancer patients.
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Table 1 Expression levels of LncRNA SOCS2-AS1 and miR-454-3p(xt )

Groups n LncRNA SOCS2-AS1 miR-454-3p
Gastric cancer tissue 120 1.31+ 0.29 1.13+ 0.25
Adjacent tissue 120 2.07+ 0.53 2.49+ 0.68

t 13.780 20.563

P <0.001 <0.001
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Table 2 Relationship between the expression of LncRNA SOCS2-AS1, miR-454-3p and clinical pathological characteristics of gastric cancer (vt s)

Clinicopathological features n LncRNA SOCS2-AS1 Fit P miR-454-3p F/t P
Age 1.816 0.072 1.628 0.106
<60 years old 67 1.35+ 0.21 1.16x 0.19
=60 years old 53 1.26x 0.33 1.09+ 0.28
Gender 0.970 0.334 1.166 0.246
Male 71 1.29+ 0.32 1.11% 0.26
Female 49 1.34% 0.20 1.16+ 0.18
Tumor site 0.175 0.840 0.059 0.943
Fundus cardia 36 1.32+ 0.30 1.13+ 0.25
Other 24 1.34% 0.32 1.14+ 0.27
Gastric antrum 60 1.30+ 0.27 1.12+ 0.24
Depth of infiltration 8.739 <<0.001 5.954 <<0.001
Not reached the serous membrane 74 1.40+ 0.16 1.18+ 0.12
Invading the serous membrane 46 1.17+ 0.10 1.05+ 0.11
Differentiated degree 9.309 <<0.001 9.972 <0.001
High differentiation 55 1.41% 0.10 1.20+ 0.09
Medium/Low differentiation 65 1.23+ 0.11 1.07+ 0.05
TNM stage 5.972 <0.001 10.337 <0.001
[~1I 74 1.37+ 0.15 1.19+ 0.10
il 46 1.21% 0.13 1.03+ 0.04
Lymphatic metastasis 7.214 <0.001 4.511 <<0.001
No 72 1.39+ 0.16 1.17+ 0.13
Yes 48 1.19+ 0.13 1.07+ 0.10
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