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ABSTRACT Objective: To explore the correlation between CD3* and CDS8* regulatory T cells with postopera-
tive recurrence in colon cancer patients and construct the nomogram model to analyze predictive value. Methods: A
total of 170 patients with colon cancer in our hospital from December 2018 to November 2020 were selected, and di-
vided into recurrence group (n=22) and no recurrence group (n=148) according to the recurrence situation in 3 years
after surgery. Multivariate Logistic regression was used to analyze the influencing factors, a nomogram prediction
model was constructed and receiver operating characteristic (ROC) curve was used to evaluate the prediction effi-
ciency. Results: The proportion of CD3" in the relapse group was lower than that in the no relapse group, and the
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proportion of CD8" was higher than that in no relapse group (P<0.05). TNM staging, tumor focus location, lymph
node metastasis, preoperative carcinoembryonic antigen (CEA) and CD8" were independent risk factors for recur-
rence of colon cancer, and CD3* was protective factor (P<0.05). The area under the curve (AUC) predicted by the
nomogram model for postoperative recurrence risk of colon cancer patients was 0.892 (95% CI: 0.808~0.975). Con-
clusion: CD3", CD8" regulatory T cells level in patients with recurrent colon cancer after surgery is abnormal. TNM
staging, tumor focus location, lymph node metastasis, preoperative CEA, CD8", and CD3" were the influencing fac-
tors for recurrence in patients with colon cancer. The nomogram prediction model constructed according to the influ-
encing factors has high predictive value for the prognostic recurrence of colon cancer patients, and helps clinicians to

better evaluate the risk of postoperative recurrence and develop personalized treatment plan.
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Table 1 Proportion of CD3* and CD8" between patients in the relapse group and the non-relapse group(xt s, %)

Groups n CD3* CD8*
Relapse group 22 58.17+ 9.03 29.48% 6.86
Non-relapse group 148 64.75%+ 8.10 24.79% 5.62
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P 0.001 0.001
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Table 2 Univariate analysis of postoperative recurrence in colon cancer patients

Relapse group

Non-relapse group

Items (r22) (1=148) t/x? P
Gender[n(%)] 0.303 0.581
Male 14(63.64) 85(57.43)
Female 8(36.36) 63(42.57)
Age (years) 56.32+ 11.78 58.43+ 12.92 0.722 0.471
BMI (kg/m?) 22.67+ 4.82 22.59+ 4.43 0.078 0.938
History of smoking[n(%)] 13(59.09) 70(47.30) 1.066 0.301
Tumor diameter (cm) 4.31+ 0.92 3.94% 0.81 1.963 0.051
Degree of differentiation[n(%)] 11.843 0.001
Moderately/well-differentiated 8(36.36) 108(72.97)
Poorly differentiated 14(63.64) 40(27.03)
TNM[n(%)] 14.257 0.001
I, 1 8(36.36) 112(75.68)
I 14(63.64) 36(24.32)
Pathology type[n(%)] 0.641 0.433
Undifferentiated carcinoma 3(13.64) 12(8.11)
Adenosquamous carcinoma 5(22.73) 54(36.49)
Mucinous adenocarcinoma 10(45.45) 24(16.21)
Adenocarcinoma 4(18.18) 58(39.19)
Location of tumor lesions[n(%)] 12.042 0.002
Colon transversum 7(31.82) 11(7.44)
Left hemicolon 9(40.91) 80(54.05)
Right hemicolon 6(27.27) 57(38.51)
Lymphatic metastasis [n(%)] 5.258 0.021
Yes 13(59.09) 25(16.89)
No 9(40.91) 123(83.11)
CEA(pg/L) 5.38% 1.98 4.52+ 1.34 2.621 0.009
x3 TERE
Table 3 Variable assignments
Variable Items Assignment
X1 Degree of differentiation Poorly differentiated =1, Moderately/well-differentiated=0
X2 TNM [, =1, IlI=0
X3 Location of tumor lesions Colon transversum=2, Left hemicolon =1, Right hemicolon=0
X4 Lymphatic metastasis Yes=0, No=l
X5 CEA <5.06 pg/Ll=1, =5.06 pg/L=0
X6 CDg* <26.15%=1, =26.15%=0
X7 CD3* <62.58%=0, =62.58%=1

Note: CD3* and CDS8" classify the mean values of patients.



- 136 - DREMESH#E biomed.cnjournals.com Progress in Modern Biomedicine Vol25 NO.1 JAN.2025

x4 % EE Logistic B3 4 #F

Table 4 Multivariate Logistic regression analysis

Items B SE Wald OR 95% CI P
Degree of
) o 1.068 0.471 4.766 2.749 1.111~7.029 0.291
differentiation
TNM 1.695 0.483 12.318 5.444 2.113~14.026 0.000
Location of
) 0.869 0.365 5.676 2.384 1.046~4.503 0.009
tumor lesions
Lymphatic
) 1.961 0.486 16.284 7.107 2.742~18.421 0.000
metastasis
CEA 1.485 0.479 9.607 4.417 1.726~11.299 0.004
CD8* 1.927 0.538 12.835 6.869 2.394~19.741 0.000
CD3"* -1.251 0.535 5.473 0.286 0.100~0.816 0.019
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