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Proteome study of hyperplasia of mammary glands
by two — dimensional difference gel electrophoresis
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ABSTRACT Objective: Toesml:hishmﬂmmlysismapsdm—dinmmimmldiﬁmmegalelmlwmisfa proteomic study of hyperplasia
of mammary glands. Methods: Normal mammary glands and surgically resected hyperplasia of mammary glands constitution were homogenized
with lysis solution. The exiracts were labeled with Cy3 or CyS randomly. Each Cy3 - labeled sample and Cy5 — labeled sample were mixed on the
same 2 - D gel along with a Cy2 - labeled mixture of all samples as an intemal standard. The gels were respectively imaged by Typhoon 9400 us-
ing different emission filter and spot ~ features were analyzed by DeCyder software in each paired normal/disease comparison. Result: 12 unique
proteins that were changing in abundange more than 1.4 folder up while 3 proteins decreased more than 1.4 folder down between normal mammary
glands and surgically resected hyperplasia of mammary glands constitution. Conclusions; using DIGE technology with internal standard, statisti-
cally significant quantitative comparisons of each protein abundance change could be made across multiple samples simultaneously without interfer-
ence due to gel - to — gel variation. And these 15 proteins might be imvolved in the process of hyperplasia of mammary glands.
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Figure 3 Graph of standard log abundance (y~ axis) against the two groups
(control and disease) for the apot 1 in the four gels.
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Table 2 Targeted proteins for hyperplasia of mammary glands

Spot No controldisease _Av. Ratio Spat No. control disease Av. Ratio
1 16.00 + 1.90 8.67+2.10 -1.46 9 7.8712.44 12.46 £ 0.621.58
2 19.1512.85 10.88+3.31 -1.4 10 6.56+1.08 12.08+3.85 1.84
3 15.20+2.00 8.86+1.90 -1.42 11 7.28:0.86 10.54:0.79 1.45
4 3.9410.46 9.6320.37 2.4 12 3.56:0.13 7.66+0.21 2.16
5 5.06+1.41 8.78+2.18 1.74 13 5.82:1.44 10.19£1.61 1.75
6 6.31£0.94 9.62x1.16 1.52 14 3.6110.12 6.7210.18 1.86
7 8.01x1.16 13.91£3.00 1.74 15 6.23+0.87 9.12x1.44 1.46
8 6.50+1.12 10.70+1.21 1.65
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