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ABSTRACT: miR-126 has effect on the epidermal growth factor domain 7 (EGFL7), homeobox A9 (HOXAY), insulin receptor
substrate -1 (IILS-1), p85-B genes by regulation of target levels gene expression. And it plays an important role in tumor formation in the
transcriptional. miR-126, as a tumor suppressor factor, reduced in a variety of tumors. The role and mechanism of tumor suppressor in
lung cancer, leukemia, breast cancer, cervical cancer have been confirmed. There was highly expression of miR-126 in prostate cancer,
and it significantly reduced VEGF-A, EGLF7, HOXA9, VCAM-|, etc. and tumor growth and metastasis of protein molecules. This study
will give a review on miR-126 regulation mechanism of prostate cancer.
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Fig. 2 Translational silencing by miRNA from a recombinantly spliced

Fig. 1 a Structure of the Egfl7 gene and host intron. The line diagram on intron. a LNCaP monolayers were transfected with (from left to right) no

top shows the coding (red) and the untranslated regions (blue) of the plasmid, pCAGGS vector alone, pCAGGS containing Egfl7 coding

human Egfl7 gene on chromosome 9 (base numbers on top). The sequence (CDS), or pPCAGGS containing Eglf7 coding sequence with

pre-miRNA, the Dicer cutting sites (arrow) and the final miRNA sequences intron-9 (I-9). Expressions of Eglf7, miR-126*/126 and prostein were

are shown below. b Two putative sites in the 3" UTR of prostein that measured as before. b In parallel cultures, LNCaP cells were additionally

. -
recruit. miR-126* as shown. The numbers were counted after the transfected with the indicated antagomirs and either co-transfected with

1 inati . Th i 1 tated in th rt 1 . . . . . .
ermination codon. The bases in bold were mutated in the reporter clones miR-126*-reporter luciferase plasmid or subjected to migration assay as

Tl in the Result tion . .
as described © Resulls sectio described previously. Numbers were expressed as percentage of values

from untransfected cells
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