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Expression of Ran and Clinicopathological Parameters

in Gastric Carcinoma*
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ABSTRACT Objective: To investigate the expression of the small G protein Ran in gastric cancer and its clinical significance.
Methods: Immunohistochemistry was used to detect the expression of Ran in 74 cases of gastric tumor tissues, among which there were
25 well-differentiated cases, 24 moderately- differentiated cases, and 25 poorly-differentiated cases, and their adjacent normal tissues.
Analyze the relevance between the expression and the clinic pathological parameters. Results: (1) Ran was expressed greater in gastric cancer
tissues than in normal gastric mucosa by immunohistochemical study. (2) In gastric cancer tissues, Ran was expressed in both nucleus
and cytoplasm, but mainly in nucleus. However, in normal tissues, its expression was localized in cytoplasm. (3) Expression of Ran had
no correlation with the patients' age and gender (p=0.464, 0.912), but was positively correlated with tumor differentiation (P=0.001),
invasion (P <C0.001), and pathological stage (P <<0.001). Conclusion: Ran expression is up-regulated in gastric cancer and positively
correlated with tumor differentiation and pathological stage. It could be taken as a new potential biomarker of gastric cancer, and may
play an important role in the development of gastric cancer.
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Table 1 Ran is up-regulated in gastric cancer
Tissue types N Ran Expression of Ran P P Value
- + ++ -+
Gastric cancer 74 20 17 22 15 <<0.001
Normal tissues 74 39 23 7 5
2.2 Ran - -
Ran 1,

400x

A 200% B

Normal gastric tissue 200% Normal gastric tissue 400%
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C 200% D 400x

E 200% F 400%

Moderatc-difterentiated gastric cancer 200% Moderatc-differentiated gastric cancer 400%

G 200x F 400
Poor-differentiated gastric cancer 200 Poor-differentiated gastric cancer 400x
2.3 Ran 0.912 TNM N 0.001.<0.001
Ran N 0.464,  <0.001 2,
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Table 2 The relationship between Ran and the clinicopathological features of gastric cancer

N Ran P
Clinicopathological Parameter Expression of Ran P Value
- + ++ +++
Age 0.464
<60 36 10 6 11 9
>60 38 10 11 11 6
Gender 0.912
Male 61 16 15 18 12
Female 13 4 2 4 3
Differatiation 0.001
25 10 7 7 1
Well-differentiated
24 7 7 6 4
Moderate-differentiated
25 3 3 9 10
Poor-differentiated
TNM
<0.001
TNM staging
+ 44 17 15 8 4
+ 30 3 2 14 11
metastasis <0.001
Yes 31 4 3 14 10
No 43 16 14 8 5
Ran
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