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ABSTRACT: FOXO transcription factors are a subgroup of the Forkhead protein family, and it contains four homologous genes,

namely FOXO1, FOX02, FOXO3 and FOX04 in the human genome. FOXO

protein were activated by post translational modification

such as the phosphorylation of serine or threonine and acetylation of lysine residues. Among them FOXO1 is the nuclear transcription

protein which contains highly conserved DNA binding sequence. It acts as a substrate of phosphatidylinositol 3-kinases (PI3K) / protein

kinase B (Akt),and plays a negative regulatory role in insulin Signal transduction pathway. Foxol maintains the lipid metabolism stable

through mediating the expression of insulin-dependent microsomal and then influencing the assembling and secretion of VLDL. In the

condition of insulin resistance and fatty liver, the expression of liver cell nuclear Foxol increased significantly, therefore resulted in high

triglycerides and fatty liver. Targeting interference on PI3K/Akt and Foxol expression may provide a broad prospect for the treatment of

nonalcoholic fatty liver disease in the aspect of molecular mechanism.
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