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Expression and Clinical Significance of Cyclin B2 in Colorectal Cancer*
XIN Xuan*”, CHEN Jun™, YAN Gang-Ii', LI Bin-bin’, HE Jin’, YU Hong-yu"*
(1 Department of Pathology, Shanghai Changzheng Hospital, Shanghai, 200003, China;
2 Department of Pathology, Military General Hospital of Jinan Area of Command, Jinan, Shandong, 250031, China)

ABSTRACT Objective: To investigate the expression and clinical significance of Cyclin B2 (CCNB2) in colorectal cancer (CRC).
Methods: The expression of CCNB2 in 45 pairs of CRC tissues and para-adjacent normal tissues were detected by quantitative real-time
polymerase chain reaction (qRT-PCR) and immunohistochemistry. The relationship between the expression of CCNB2 and
clinicopathologic characteristics was analyzed by SPSS 17.0. Results: The expression of CCNB2 mRNA in CRC tissue was significantly
higher than that of the para-adjacent non-malignant tissues (P<0.001). It was significantly correlated with the tumor size, greater tumor
depth, TNM stage and lymph node metastasis of CRC (P<0.05), but had no correlation with the age or gender of patients, tumor location,
differentiation, venous and nervous invasion, lymph nodes metastasis and distant metastasis (P>0.05). The immuno-activity was detected
mainly in the cytoplasm of colorectal cancer cells. The positive rate of CCNB2 protein expression in CRC tissues was 86.7%, markedly
higher than that of the para-adjacent non-malignant tissues(P<0.001), and related to the tumor stage and invasion(P<0.05), but it had no
correlation with the age or gender of patients, differentiation, metastasis (P>0.05). Conclusion: Overexpression of CCNB?2 in colorectal
cancer could be associated with the occurrence and progress of CRC and expected to be the diagnositic and prognostic indicator of CRC.
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Fig. 1 Comparison of the CCNB2 gene mRNA levels between colorectal

cancer tissues and adjacent normal colorectal tissues
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Fig. 2 Comparison of the CCNB2 protein expressions between colorectal cancer tissues and adjacent normal colorectal tissues
* i :A-H:CCNB2 BJRi%: A,E:0;B,F:+;C,G:++;D,H: +++,

*Note: A-H:the expression of CCNB2:A,E:0;B,F:+;C,G:++;D,H:+++.
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Table 1 Relationship between CCNB2 mRNA expression and clinicopathologic parameters of colorectal cancer patients

CCNB2 mRNA expression
Variable Number of case X2 P value
Low % High %
Age(years) 45 57.0+ 1.94 57.0% 17.16 1.000
Gender 4.281 0.257
male 18 12 353 6 54.4
female 27 22 64.7 5 45.5
Tumor size 6.223 0.029*
<4cm 21 19 559 2 18.2
2 4cm 24 15 44.1 9 81.8
Location 1.220 0.428
Colon 18 12 353 6 54.4
Rectum 27 22 64.7 5 45.5
Histologic grade 0.241 0.958
Well and moderately 33 25 73.5 8 72.7
Poorly and others 12 9 26.5 3 27.3
Depth of invasion 5.697 0.021*
T1,T2 12 12 353 0 0
T3,T4 33 22 64.7 11 100
Venous invasion 0.362 0.287
Absent 31 12 353 9 81.8
Present 14 22 64.7 2 18.2
Nervous invasion 0.031 0.978
Absent 41 31 91.2 10 90.9
Present 4 3 8.8 1 9.1
Lymphatic matastasis 0.224 0.287
Absent 31 22 64.7 9 81.8
Present 14 12 353 2 18.2
Distant metastasis 0.101 0.194
Absent 37 28 82.4 7 63.6
Present 8 6 17.6 4 36.4
TNM stage 12.275 0.003*
1 9 9 26.5 0 0
I 17 8 235 9 81.8
I 11 11 324 0 0
v 8 6 17.6 2 18.2

*Note: P<0.05
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Table 2 Relationship between CCNB2 protein expression and clinicopathologic parameters of colorectal cancer patients

Items n e+ x? P

Gender 2.051 0.152

Male 18 4 14

Female 27 2 25
Age(years) 0.067 0.796

<60 32 4 28

>60 13 2 11
Differentiation 1.240 0.538

Poor 8 2 6

Moderate 25 3 22

Well 12 1 11
Stage 9.426 0.009

I 9 4 5

I 17 1 16

1/ v 19 1 18
Metastasis 0.006 0.939

Yes 8 1 7

No 37 5 32
Invasion 14.679 0.001

Mucosa and submucosa 4 3 1

Muscularis 8 1 7

Out of the adventia 33 2 31

*Note: P<0.05.
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