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ABSTRACT Objective: To explored the differenial expression of miRNAs in hippocampus of rat suffered from neuropathic pain,
and further deduce the role of them in the neuropathic pain. Methods: L5 spinal nerve transection induced-neuropathic pain of rat models
(L5-SNT) were used in this study. After finishing the behavioral test, rats were euthanized and the hippocampi were harvested rapidly for
miRNA extraction. The miRNAs which changed most significantly in the hippocampus were found out, and then speculate its pain-asso-
ciated target gene using miRNA databases. Results: The neuropathic pain model was successfully established, whose threshold of me-
chanical pain sensitivity reduced significantly compared with the control group and the sham-operated group (P<0.05). Microarray
showed that the expression of miRNAs in L5-SNT group significantly changed, the expression of rno-miR-30c-2-3p, rno-miR-370-3p,
rmo-miR-541-3p and rmo-miR-22-3p were significantly down-regulated (P<0.05) and the expression of rno-miR-32-5p was significantly
up-regulated (P<0.05). After target gene prediction and function analysis of miRNAs which changed dramatically in the experiment, we
hypothesized that following target gene was pain-associated: Mapk14, Camk2b, Ntrk2, Cxcll2. Conclusions: The changes of miRNAs
expression and its target genes function in the hippocampus of L5-SNT rats might be related to the MAPK signal pathway, long term po-
tentiation, inflammatory response and cell cycle.
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Fig.1 The results of the mechanical withdraw threshold of rats
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Fig.3 The enrichment and pathway analysis of target genes of down-regulated miRNAs(P<0.05)
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