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ABSTRACT Objective: To study the expression of miRNA-375 gene methylation in gastric carcinoma and its relationship with clin-
icopathological features. Methods: Sixty patients with gastric cancer, who received surgical treatment in Shaanxi Provincial People's Hos-
pital during September 2015 to June 2017, were enrolled in the study; 60 cases of resected cancer tissues were taken as observation group.
60 cases of superficial gastritis treated in the hospital during the same period were selected, 60 cases of normal gastric mucosa collected
by endoscopy were used as control group. The methylation and expression level of miRNA-375 gene in the two groups were detected and
compared. The expression of miRNA-375 gene methylation in the patients with gastric carcinoma and its relationship with clinicopatho-
logical features was analyzed. The expression level of miRNA-375 gene and the correlation between gene methylation and its degree of
differentiation were analyzed by Spearman. Results: The expression level of miRNA-375 gene (0.034% 0.021) of the observation group
was significantly lower than that (0.187+ 0.104) of the control group, the difference was statistically significant (P<0.05). The positive
rate(61.67%)(37/60) of miRNA-375 gene methylation was significantly higher than that(20.00%)(12/60) of the control group, the differ-
ence was statistically significant(P<0.05). The expression level of miRNA-375 gene in the patients with poorly differentiated gastric can-
cer was significantly lower than that in the patients with middle and high differentiated gastric cancer, the difference was statistically sig-
nificant (P<0.05). The positive rate of miRNA-375 methylation in the patients with poorly differentiated gastric cancer was significantly
higher than that in the patients with middle and high differentiation, the difference was statistically significant(P<0.05). Spearman correla-
tion analysis showed that the expression level of miRNA-375 gene was positively correlated with the degree of differentiation in gastric

cancer patients (P<0.05), gene methylation was negatively correlated with its degree of differentiation (P<0.05). Conclusion: The expres-
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sion level of miRNA-375 gene in the gastric cancer tissue is obviously decreased, but the proportion of gene methylation is obviously in-

creased, and the two indexes are related to the degree of tumor differentiation, which can be considered as a monitoring target in the clin-

ic in order to better evaluate the patient's condition and prognosis.
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BARFXTIRALA9(0.187+ 0.104), Z A G248 L (=10.294,
P=0.000), WA FE A HH BAL R BRI 61.67%(37/60) , B i
TR IRy 20.00%(12/60), 2254 G5 X (x*=21.558,
P=0.000).

2.2 BEEEM miRNA-375 EERIEKES HFEFERN X

RO

40k B i FR 3 19 miRNA-375 P 5 ik /K SE B AR T
Fr b A G L (P<0.05), miRNA-375 3L R K5k
I SAEWS PR M AR A TNM 438 8 56 (P>0.05), I
%% 10

* 1 BEEEH miRNA-375 BEFRIAKE S HRFEHENX RS (xt s)

Table 1 Relationship between miRNA-375 gene expression and clinicopathological features in patients with gastric cancer(x+t s)

Expression level of

Clinicopathological features n ) t P
miRNA-375 gene

< 60 23 0.036 0.021

Age (years) 0.381 0.705
>60 37 0.032+ 0.019
Male 41 0.035+ 0.023

Gender 0.965 0.338
Female 19 0.032+ 0.021
Middle and high differentiation 21 0.038+ 0.025

Differentiation degree 3.037 0.004
Poorly differentiation 39 0.021+ 0.018
No 27 0.036+ 0.027

Lymphatic metastasis 1.293 0.201
Yes 33 0.029+ 0.014
[~1 29 0.039+ 0.026

TNM stage 1.393 0.169
I~V 31 0.031+ 0.018

2.3 BEEER miRNA-375 BEL S EREF TN X RS
51k B8 J H 3 19 miRNA-375 B AL BAPE R B B s F
B, ERE G AR L(P<0.05) , miRNA-375 AL EH

PR GAERY M k4558 F1 TNM 208 656 (P>0.05) , I
%% 20

%2 BEEEN miRNA-375 REASHREFHENX RS (n, %)

Table 2 Relationship between miRNA-375 methylation and clinicopathological features in patients with gastric cancer(n, %)

Positive rate of miRNA-375

Clinicopathological features n x? P
methylation(n=37)

< 60 23 13(56.52)

Age (years) 0418 0.518
>60 37 24(64.86)
Male 41 24(58.54)

Gender 0.537 0.464
Female 19 13(68.42)
Middle and high differentiation 21 9(42.86)

Differentiation degree 4.835 0.028
Poorly differentiation 39 28(71.79)
No 27 18(66.67)

Lymphatic metastasis 0.519 0.471
Yes 33 19(57.58)
[~1I 29 17(58.62)

TNM stage 0.220 0.639
m~1v 31 20(64.52)

24 BESERN mRNA-375 BEERIAKERPEHXSHFE
HHERE XD 1T

HRYE Spearman AHSCHEAHT & B, 5 98 B A 79 miRNA-375
LR FRIB AT 5 - R S IE A (1=0.694,P=0.000 ) , L
B0 5 I A AR B S 4R DG (1=-0.719, P=0.000)

3 Wi
/N RNA T8 BRI DR SR T 5N %oy 2 0

DRUHEAT B e ok 2 A T R R 15 0 A A R, T2 5N
RS IO T B A SRR HGE R R 4L SV AR B

RNA I H W] 58 598 & A= ELEEAH ICM, Sy RNA e e 4i
ML H S L U BAR 2B AT A B A T 2 5, 0 L 58
I B DU K A (R S DIAROC , B S e B BT TR
52 R K255 1E L3, /s RNA S8R 15 32 21 2 ALl T
o, FEILE B PG R AR PRI R, RWEE
2B T Ry S IRAIL B FE R0 4 3 MR 45 T AR 2
A, HGETE AR PSS 2 AR N &
/N RNA-375 b A NRE, I H AT 1R R0 JE DX i
ST AT S IR, R RNA-375 Ris TR TR E R
e T HAE R 3T X P & AR JE PR R S4B ™8 i PRAFFSTIESE B
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0 A% miRNA-375 FUREAR BH PR B i 3 oh s o, 2k
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PRI FTE K 5 AR 22 TE ARG, B P Al 5 R
BRI (P<0.05), X#E/R T HEHMHS M ERERE S H
miRNA-375 JER IR KF RIE LA AR BRI R . 2B
HHEM T HE S miRNA-375 SEH K HH 302 5 Bmd1 411k
PEREA G o LR H AL g RS AL 7 B M OGN 2, 2R
TS PR PSR RL WA AL VR T o R LR 1 P 2 f i
RN 3 AR SR 37 X CpG &, 22 ik 5- F s
WE , (EHE DR ZE R 5 A8 R A s 24, iR LT, IEH 42
N SEAL CpG &t A%, (H MR LA 2 AR £,
WA CpG By HEH WAL, I 2 S kA e o Iageit 24k
/N RNA AR B JED IR 3l 7 XN AATE CpG By, I HLAER H £k
AT RIS/ RNA R ST B, BIFSEIESE , S
P miRNA-375 A XF PDK1 A BEATH0 I, {5 B 2
PDK1 FEHEXEEE ETF, 5 miRNA-375 3K H LA 5H
PR B IEAE, PRI, )y RNA-375 JE 0K T B i & i 7
PR B R DA SCR , H PR R A 2 it i HE R R AR, 28 T
SUEHLEF PDKI A LJF, Bl 2200 1R BEss , A
25 B AN . ALK A AP i rh a2 R 258
FTLAIESE

i bRk, BRALUT Y miRNA-375 KL 3% 167K 1B
SRR, A PR AL A L B S BT, EL T A A R Y 43
MR EEAT K, AT 25 SRR PR LR AR DAy I 5, DA T B 4
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