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ABSTRACT Objective: To investigate the distribution of pathogens and analysis of drug susceptibility on diabetic foot ulcer infec-
tion. Methods: 102 patients with diabetic foot who were treated in our hospital from February 2016 to February 2017 were selected as the
subjects, fully automatic bacteria identification and Kirby-Baure (K-B) was used to detect the distribution of pathogens and analysis of
drug susceptibility of all patients with diabetic foot ulcer infection respectively. Results: Separated 107 strains bacteria from the secretions
of 96 patients with diabetic foot ulcer infection, including 61 strain (57.01%) of gram-negative bacteria, 43 strains (40.19%) of gram posi-
tive bacteria and 3 strains of fungi strains (2.80%). Among the percentage of total isolates, the three pathogens were staphylococcus au-
reus 22 strains (20.56%), proteus mirabilis 14 strains (13.08%) and klebsiella pneumoniae 10 strains (9.35%). The top three gram-nega-
tive bacteria (proteus mirabilis, klebsiella pneumonia and escherichia coli) were highly sensitive to imipenem, meropenem, cefoperazone
and amikacin (higher than 90.00%), staphylococcus aureus and staphylococcus epidermidis were highly sensitive to vancomycin, linezolid
and rifampin (higher than 95.00%), enterococcus faecalis was highly sensitive to erythromycin, ampicillin, vancomycin and linezolid
(higher than 90.00%). Conclusion: The main pathogens of diabetic foot ulcer infection are staphylococcus aureus and singular proteus,
the drug resistance is severe, and antimicrobial agents should be used according to the results of drug sensitivity in clinical diagnosis and
treatment.
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Table 1 Distribution of the first ten pathogenic bacteria of foot secretion in diabetic(n,% )

Ranking Bacteria name Number of seedling(n=107) Percentage(% )
1 Staphylococcus aureus 22 20.56
2 Proteus mirabilis 14 13.08
3 Klebsiella pneumoniae 10 9.35
4 Escherichia coli 7 6.54
5 Enterobacter cloacae 5 4.67
6 Staphylococcus epidermidis 5 4.67
7 Pseudomonas aeruginosa 4 3.74
8 Enterococcus faecalis 4 3.74
9 Morganella morganii 4 3.74
10 Bauman/calcium acetate Acinetobacter 3 2.80
xR 2 WERFEE BB DMHRREESH(0,%)
Table 2 Distribution of pathogenic bacteria of foot secretion in diabetic(n,% )
. Number of seedling ) Number of seedling
Bacteria name Percentage(% ) Bacteria name Percentage( % )
(n=107) (n=107)
Gram negative bacteria 61 57.01 Gram positive bacteria 43 40.19
Proteus mirabilis 14 13.08 Staphylococcus aureus 22 20.56
Staphylococcus
Klebsiella pneumoniae 10 9.35 ) o 5 4.67
epidermidis
Escherichia coli 7 6.54 Enterococcus faecalis 4 3.74
Streptococcus
Enterobacter cloacae 5 4.67 . 2 1.87
agalactiae
Pseudomonas Staphylococcus
4 3.74 2 1.87
aeruginosa haemolyticus
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Staphylococcus
morganella morganii 4 3.74 . 2 1.87
warneri
Bauman / calcium ..
. 3 2.80 staphylococcus capitis 2 1.87
acetate acinetobacter
Klebsiella oxytoca 2 1.87 Staphylococcus 1 0.93
Serratia marcescens 2 1.87 Enterococcus faecium 1 0.93
Other gram positive
Enterobacteriaceae 2 1.87 . 2 1.87
bacteria
Enterobacter cloacae 2 1.87 Fungus 3 2.80
Citrobacter freundii 1 0.93 Candida krusei 2 1.87
Klebsiella citrate 1 0.93 Candida parapsilosis 1 0.93
Other gram negative
) 4 3.74
bacteria
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Table 3 Analysis of drug susceptibility of gram negative bacteria in foot ulcers [n (%)]

Drugs Proteus mirabilis(n=14) Klebsiella pneumoniae(n=10) Escherichia coli(n=7)
Ampicillin 8(57.14) 0(0.00) 3(42.86)
Piperacillin 12(85.71) 8(80.00) 5(71.43)
Sulbactam 11(78.57) 8(80.00) 6(85.71)
Aztreonam 12(85.71) 9(90.00) 5(71.43)
Imipenem 14(100.00) 10(100.00) 7(100.00)
Meropenem 14(100.00) 10(100.00) 7(100.00)
Cefazolin 11(78.57) 8(80.00) 4(57.14)
Ceftazidime 12(85.71) 9(90.00) 5(71.43)

Cefatriaxone 12(85.71) 9(90.00) 5(71.43)
Cefoperazone 14(100.00) 9(90.00) 7(100.00)
Gentamicin 5(35.71) 8(80.00) 5(71.43)
Compound sulfamethoxazole 2(14.29) 9(90.00) 6(85.71)
Ciprofloxacin 5(35.71) 9(90.00) 6(85.71)
Levofloxacin 6(42.86) 9(90.00) 6(85.71)
Amikacin 14(100.00) 10(100.00) 7(100.00)
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Table 4 Analysis of drug susceptibility of gram positive bacteria in foot ulcers [n (%)]

Drugs Staphylococcus aureus(n=22) Staphylococcus epidermidis(n=5) Enterococcus faecalis(n=4)
Penicillin 5(22.73) 0(0.00) 3(75.00)
Erythromycin 10(45.45) 4(100.00)
Ampicillin - - 4(100.00)
Rifampicin 21(95.45) 5(100.00) 1(25.00)
Ciprofloxacin 21(95.45) 3(60.00) -

Levofloxacin 20(90.91) 2(40.00) 3(75.00)
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Moxifloxacin 21(95.45)
Chloramphenicol 14(63.64)
Gentamicin 15(68.18)
Tetracycline 20(90.91)
Oxacillin 18(81.82)
Vancomycin 22(100.00)
Linezolid 22(100.00)

3(60.00) 3(75.00)
3(60.00) 3(75.00)
2(40.00)

3(60.00) 0(0.00)

1(20.00)

5(100.00) 4(100.00)
5(100.00) 4(100.00)
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