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ABSTRACT Objective: To explore the expression of WBSCR22 in gliomas and its relationship with clinicopathological features
and prognosis. Methods: Bioinformatics database was used to analyze the relationship between the expression of WBSCR22 and the sur-
vival of gliomas and the difference of expression in different races of gliomas. The expression of WBSCR22 in 171 cases of glioma tissue
microarray was detected by immunohistochemical method, and its relationship with clinicopathological features and overall survival time
of glioma patients was analyzed. Results: Bioinformatics analysis showed that the survival time of patients with high expression of WB-
SCR22 in gliomas was shorter than that of patients with low expression of Glioma (P<0.05). The expression of WBSCR22 in Asian
gliomas was higher than that in Caucasians and Africans. The results of histological chip showed that there were significant differences in
the expression of WBSCR22 in glioma patients with different tumor grades and recurrent or not. There was no significant difference in
the expression rate of cytoplasmic WBSCR22 in gliomas of different genders and ages (P>>0.05). The overall survival time of patients
with high expression of WBSCR22 was significantly shorter than that of patients with low expression of WBSCR22 (P<0.01). Conclusion:
The expression of WBSCR22 is higher in Asian gliomas, and its expression level is related to tumor grade, and the higher the expression
level of WBSCR22 in glioma cells is, the shorter the overall survival time is.
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Expression of WBSCR22 in LGG based on patient's race
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Fig.l Analysis results of TCGA transcriptome sequencing data
i TN R N BEE S LINEL B WBSCR22 RiZFARS FEMAIE
Mo
Note: the expression of WBSCR22 in poorly differentiated gliomas of
Asian ethnic group is significantly higher than that of Caucasian and

African people.

Effect of WBSCR22 expression level on LGG patient survival
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Fig.2 Analysis results of TCGA transcriptome sequencing data
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Note: WBSCR22 expression is associated with overall survival in poorly

differentiated gliomas (Kmurm analysis)
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Table 1 Correlation between expression of wbscr22 and clinicopathological Features in patients with gliomas
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Expression of wbscr22 gene Low expression High expression P
Age (years)
2 60 years old 15 14 03
<60 years old 88 54
Gender 63 45 0.51
MaleFemale 40 23
Tumor grading
Level 1 20 2 <0.01
Level I 74 5
Level 11 9 42
Level IV 0 21
Tumor recurrence
Yes 35 57 <0.01
No 68 11
3
Level I Level II Level III Level IV
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Fig.3 Expression of wbscr22 in gliomas of different tumor grades
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Table 2 Multivariate analysis of prognostic factors of gliomas

Univariate analysis

Multivariate analysis

95% confidence

95% confidence

P Hazard Ratio interval P Hazard Ratio interval
Expression of wbscr22 <0.01 7.938 4.259-14.794 0.781 1.117 0.511-2.441
Tumor grading <0.01 7.36 4.853-11.162 <0.01 4.478 2.645-7.583
Tumor recurrence <0.01 88.89 10.181-776.079 0.847 80498.462 .000-5.431E+54
Age <0.01 1.036 1.019-1.054 0.017 2.06 1.139-3.724
Gender 0.174 0.674 0.382-1.190 0.637 0.869 0.487-1.553
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