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ABSTRACT Objective: To investigate the relationship between serum long non-coding RNA  (IncRNA) nicotinamide nucleotide
antisense transferase RNA1 (NNT-AS1), microRNA (miR)-582-5p and airway inflammation and airway hyperresponsiveness in children
with bronchial asthma. Methods: 120 children with bronchial asthma were divided into remission group (n=52) and attack group (n=68)
according to the relevant guidelines. Another 60 healthy children in the same period were selected as the control group. The relative
expression of serum IncRNA NNT-ASI1, miR-582-5p and serum airway inflammatory cytokines [interleukin-17 (IL-17), tumor necrosis
factor-a (TNF-a)], airway responsiveness indicators [basic respiratory resistance (Rrs cont), minimum induced cumulative dose (Dmin),
basic respiratory conductivity (Grs cont)] were compared among three groups. The relationship between serum IncRNA NNT-ASI,
miR-582-5p expression and airway inflammatory cytokines, airway responsiveness indicators were analyzed by Pearson correlation test.
Results: The relative expression of IncRNA NNT-ASI1, serum levels of IL-17, TNF-«a and Rrs cont in remission group and attack group
were higher than those in control group, and those in attack group were higher than those in remission group (P<0.05). The relative
expression of miR-582-5p, Grs cont and Dmin in remission group and attack group were lower than those in control group, and those in
attack group were lower than those in remission group (P<0.05). The expression of serum IncRNA NNT-AS1 in bronchial asthma chil-
dren was positively correlated with IL-7, TNF-« and Rrs cont (>0, P<0.05), and negatively correlated with Grs cont and Dmin (r<0, P<0.
05). The expression of serum miR-582-5p was negatively correlated with IL-17, TNF-« and Rrs cont (r<0, P<0.05), and positively corre-
lated with Grs cont and Dmin (r>0, P<0.05). Conclusion: Serum IncRNA NNT-AS1 is highly expressed and miR-582-5p is lowly
expressed in children with bronchial asthma, the expression of both are closely related to asthma stage, airway inflammation and airway

hyperresponsiveness.
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Table 1 Comparison of relative expression of serum IncRNA NNT-AS1 and miR-582-5p(x+ s)

Groups n IncRNA NNT-ASI miR-582-5p
Control group 60 1.04+ 0.23 2.03+ 047
Remission group 52 1.52+ 0.35* 141+ 0.36°
Attack group 68 3.02+ 0.84* 0.85+ 0.22%
F 214.136 171.638
P <0.001 <0.001

Note: Compared with control group, *P<<0.05 comp. Compared with remission group, °P<<0.05.
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Table 2 Comparison of levels of serum airway inflammatory cytokines and airway responsiveness indicators (vt s)

Groups n IL-17(pg/mL) TNF-a(pg/mL) Rus cont Grs cont Dmin
[emH,O/(L-s)] [L/(s+cmH,0)]
Control group 60 33.05% 6.84 36.69+ 6.74 6.88+ 1.52 0.26+ 0.05 10.65+ 2.15
Remission group 52 48.75+ 8.42° 98.15+ 10.58° 7.67+ 1.67° 0.19+ 0.04° 3.02+ 0.88°
Attack group 68 7125+ 13.98® 128.70+ 17.48® 8.43+ 1.82® 0.13%£ 0.03® 1.49+ 0.35®
F 214.965 845.418 13.549 164.743 816.683
P <<0.001 <0.001 <<0.001 <<0.001 <<0.001

Note: Consistent with Table 1.
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