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RBE B3R EA S B ESE L E L2 AT 2(AIM2) NOD # 2 /A &G £ #3848 %% 3(NLRP3) A B Ak & &
1o K7 5L, T3k R TR 69 B BliJE A S Al 4 4 B 8 (- FF 4L ), 65 1) S s Bt B (BB 4 ), 65 ) B sh Ml 25 47 % (Wi 2545 4m) . 33t
=482 7% AIM2 mRNA NLRP3 mRNA %% 4% & (CEA) A% 2 4% F Wt 824085 (NSE) 2 fe 74 5 & K B 19(CYFRA21-1)
KF, oA I fE AIM2 mRNA NLRP3 mRNA %A %5 2 75 CEA NSE.CYFRA21-1 K -F #4485 M, & X4 TAE4F42(ROC)
iy 2% 45 A7 7 AIM2 NLRP3 TR i i & FF B 25 A o9 18, S5R: &4 iF AIM2 mRNA NLRP3 mRNA # ik CEA NSE,
CYFRA21-1 7K -F 3 F M 40 i 45 47 20 (P<<0.05) , B J% 4 o 75 AIM2 mRNA NLRP3 mRNA #%i% .CEA NSE.CYFRA21-1 & -F
BT A s (P<0.05), 4-F48 % AIM2 mRNA NLRP3 mRNA % ix 5 CEA NSE.CYFRA21-1 /K-F 2 E48% (P<<0.05),
AIM2 mRNA NLRP3 mRNA £ & B 5% AT 0] A 8 A 5F A 45 4% 09 W 28 T @ A2 (AUC) %1 24 0.838.0.814.,0.957 , B A6l & T
BAL & T &R R il MRE M 424 % 4 7 AIM2 mRNA NLRP3 mRNA %A 2 #7+&, HL&# CEANSE,
CYFRA21-1 K- 2 EARK , = BEAH I ST 8 A 5T A 28 4% LA 45 % 09 TR A48
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ABSTRACT Objective: To investigate the gene expression and clinical significance of absent in melanoma 2 (AIM2) and NOD-like
receptor hot protein domain-related protein 3 (NLRP3) in patients with lung cancer and pulmonary tuberculosis. Methods: 69 patients
with lung cancer and pulmonary tuberculosis (combined group), 65 patients with simple lung cancer (lung cancer group) and 65 patients
with simple pulmonary tuberculosis (pulmonary tuberculosis group) in our hospital were selected. The levels of serum AIM2 mRNA,
NLRP3 mRNA expression, carcinoembryonic antigen (CEA), neuron-specific enolase (NSE) and cytokeratin fragment 19 (CYFRA21-1)
were compared in three groups. The correlation between serum AIM2 mRNA, NLRP3 mRNA expression and serum CEA, NSE and
CYFRAZ21-1 levels in combined group was analyzed The value of serum AIM2 and NLRP3 in predicting lung cancer and pulmonary
tuberculosis was analyzed by receiver operating characteristic (ROC) curve. Results: The expression of serum AIM2 mRNA, NLRP3
mRNA, serum CEA, NSE and CYFRA21-1 in combined group were higher than that in lung cancer group and pulmonary tuberculosis
group (P<0.05), and the expression of serum AIM2 mRNA, NLRP3 mRNA, CEA, NSE and CYFRA2I1-1 in lung cancer group were
higher than that in pulmonary tuberculosis group(P<0.05). The expression of serum AIM2 mRNA and NLRP3 mRNA in combined group
was positively correlated with the levels of CEA, NSE and CYFRA21-1 (P<0.05). The area under the curve (AUC) of AIM2 mRNA,
NLRP3 mRNA alone and combined prediction of lung cancer and pulmonary tuberculosis were 0.838, 0.814 and 0.957 respectively, the
predictive efficacy of combined detection was higher than that of each index alone. Conclusion: The expression of serum AIM2 mRNA
and NLRP3 mRNA in patients with lung cancer and pulmonary tuberculosis was significantly increase, and positively correlate with
serum CEA, NSE and CYFRA21-1 levels, the combine detection of the two has a high predictive value for lung cancer and pulmonary
tuberculosis.
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it R A 35 SR NP R 9 DL, LI 45 A J2 it 2%
AWM FEfER B EZ—, MiE G FIEs % 0 KRS AW i,
JERE SN AE A NG S5 4% Ko it e rp R FE TR Y, BOFR
R Z B F 2(AIM2 )& —Fi i 5T 56 K A3 32 4, W] T A ATM2
ARAE/IMA, IR B AR A 40 I KT 1 40 A # (IL)-18 A1 IL-18 (1)
PR, AIM2 T 2 R 5 A% T BT BRI SR 2, s il
SRR R B, NOD # 32 R0 25 F A e B A 3
(NLRP3)n] fig ik IL-1B 1 IL-18 A4 il A AR i, NLRP3 48 iE /)N
TR S5 B F a5 BT i B A A, S S i kA &
J& , NLRP3 4 i /|MACTH B 805 -5 0 2 B S i 5 A 5 Ml
H P, AT BT IRE A IS5 R LT AIM2 mRNA |
NLRP3 mRNA &3k F il PRI S, BB T .

I FRE % ik

L1 IfEFRZE#

AWFFEAAT TP PR 2 A Bl 2 5 e ftt vl . e 2020 4R 3 A
2 2023 4 12 A WY BE IR 9 69 ][l i 5 I il 45 4% 8
(FIF4L), 55 43 01, 2 26 ] ; 4F s 45~70 %, -3 (57.09%
8.02) % s LIS 44 51 AN ABRHE: (LRFE IliZs A i =2
Wibnife s (2)4F1E 18 Ji % DAL 5 (3) 2B R R 43 o HEBRBRIE -
(DA FFHARTED ;5 (2) 5 HHALGERE ; (3) G H0 il
BB s (4) &I A B U ; (5) B HZPURIRIT -
73 VeI I TR BE S 1 65 ] Bl il s fE 2 (it 461) #1065 451
FALN A R (A AZAL) . TR 55 41 1, 4 24 Bl 4%
43~T71 % FHJ(56.72+ 7.23)% s WEAR S 46 i, liZER% 4L - )
40 ], 2 25 {9 4 45~T75 % P 3(57.19+ 8.46) % ; A o2

A1 {5, =2 gOR R TE2% 5 (P>0.05)
12 Fik
1.2.1 AIM2 mRNA NLRP3 mRNA F3&#ill  Zik#H ARGk
F 75 R R AR W bk 1M 3mL 7500 Ji BUF 3 W, Trizol 328771 42 B
RNA, 3% | High-Capacity cDNA JZ % 55 £ b1 RNA S [f]
f3¢ 2 cDNA. Ll GAPDH hNZ:, A% : 2.0 pL LR
8147 ,0.8 wL ¢cDNA,12.2 uL J& RNase H,O il 10 uL SYBR
Premix Ex TaqTM, 3£ 25 pL, 2288 95°C F HilAs 1 30 £,
95C R AEHE 5'5,60C FIA 305, 70°C FAE 10 5,40 AT
2%+ @ g3 AIM2 mRNA NLRP3 mRNA #iX} ik .
122 MERREWRRN R4 A S RO G i U
T it 5 988 FE BT S (CEA) W 2 045 S PR AL il (NSE ) L 4 i
R A BE 19(CYFRA21-1) K-
1.3 gt

STFH SPSS 28.0 4MHFEHE . TR "ot §" R AT LR
Yook F K%, FPEUERH "n(%)" FR 4 +* K%, Pearson ik
4% Br il W AIM2 NLRP3 mRNA # jk 5 CEA NSE,
CYFRA21-1 K PRI , 221K # TAEHHAE (ROC) £k 4 7
AIM2 NLRP3 Tl 5 & S M Kotk a=0.05.

2 &R

2.1 = #8 AIM2 mRNA NLRP3 mRNA 3% i* .CEA.NSE,
CYFRA21-1 /K ELE %

4 9 41 M 3% AIM2 mRNA NLRP3 mRNA % ik .CEA.
NSE ., CYFRA21-1 /K-8 T 4L | Jti 425 1% 28 (P<<0.05 ) , Wil
40 Il 7% AIM2 mRNA NLRP3 mRNA # ik .CEA NSE,
CYFRA21-1 /K- THighA% 4 (P<<0.05), W3 1,

% 1 =40 AIM2 mRNA NLRP3 mRNA %3i%.CEA NSE.CYFRA21-1 7K FLb B (vt s)
Table I Comparison of AIM2 mRNA and NLRP3 mRNA expression and CEA, NSE and CYFRA21-1 levels in three groups(xt s)

Groups n AIM2 mRNA  NLRP3 mRNA CEA(pg/L) NSE(ug/L) CYFRA21-1(pg/L)
Combined group 69 5.12+ 1.41® 472+ 1.02* 15.32+ 3.09® 35.06+ 8.09® 8.45+ 2.67*
Lung cancer group 65 3.02+ 0.86" 2.68+ 0.71° 12.30+ 2.47° 28.34% 6.17° 735+ 2.14°
Pulmonary tuberculosis group 65 1.51+ 0.53 1.35% 0.46 1.35+ 0.23 13.32+ 2.03 1.23% 0.16
F 215.799 325.658 671.710 225.579 251.108
P <0.001 <0.001 <0.001 <0.001 <0.001

Note: Compared with lung cancer group, *P<<0.05; Compared with pulmonary tuberculosis group, °P<<0.05.

22 &3 AME AIM2 mRNANLRP3 mRNA %ix 5 &
CEA NSE.CYFRA21-1 7k E 8 %14

Pearson (543 HT 45 R W, A IF4LILE AIM2 mRNA NL-
RP3 mRNA 33k 51174 CEA NSE . CYFRA21-1 /K -5 IFAH
(r=0.319.0.435 ,0.342/0.437 .0.506 ,0.312, P }]<0.05 ) ,
2.3 AIM2 mRNA ,NLRP3 mRNA &6 % B & X Bt & FE B 45
TN B

AIM2 mRNA NLRP3 mRNA Fj1 K 1564 1 il & -l
R T (AUC)(95%CI) 435k 0.838 (0.780~
0.887).0.814(0.753~0.866) ,0.957 (0.919 ~0.981) , B¢ & % I
B TR RE = T4 e bR SR, A, DL 1,

3 3tig

it IR R A A DL I PR ZR G0 , I 45 4% £ e
Je H S AL KRS ALk L2545 A R S AT LA S50 , T SR 40 i
SRR IR RIEAES, AR 0 IS R AE R AT 5 b
VF1) 70 S50 £, I UM P 5, A g 32 J ] B s 58 sy 8 9
AR R RIE SN, 5 2 VAR PR AR SR , i ioea 5 I i 4
TG e

AIM2 J&:—Ff il Jfi DNA J&32 2% , 773006 2 Dk K 44 il -1
(Caspase-1) i 1 2 E 2 N7 , AIM2 B 1845 41 i 344 5 240 e ) 1A
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Fig.1 ROC curve of AIM2 mRNA, NLRP3 mRNA alone and combined in

predicting lung cancer and pulmonary tuberculosis
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a0 % T 2 B v TS R AR R R P o R R R A T i i
AIM2 mRNA NLRP3 mRNA ik BhF i PRI2 Wi filidiss & - fili
LY

L5 LRIk, RS RIS A% A I AIM2 (NLRP3 & 5
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